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GC Image, Release 2.5

 For many years, GC Image has made an annual
release with new features.

 Our projected release schedule for Release 2.5
(R2.5):
— Distributors’ Test Version in late June, 2014
— Users’ Test Version in late July, 2014
— Commercial Version in August or September, 2014

e These slides describe some of the new features
and improvements.
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Outline

QA Rapid Screen
e HRMS

e Data Processing

e Template Transformations

* |Image Investigator

3D Modeling & Visualization

e Slice Reports & MW Distribution Averages
e Other Improvements

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 3
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QA Rapid Screen

QA Rapid Screen™ allows users to quickly
review analytical results.

— Presents multiple integrated views of a blob or area
of interest

— Allows streamlined navigation from blob to blob (or
area to area), with optional status update or
reprocessing

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 4
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QA Rapid Screen

1. User configures QA Perspective:

— Visualization configuration

— Attributes of interest, including optional QA criteria
2. User starts QA Rapid Screen.

3. User selects blob (or area) of interest from
sorted blob/area table to:
— View analysis
— Optional update, e.g., set status, reprocess data, etc.

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 5
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QA Rapldcreen Example
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[Sute: ks Soectrun |Gubsasie: Font pectum
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QA Rapld Screen - Example

File Ed ssing Method Configure Review Windows Help
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Position: (33.089,6.731) | Value: 261.5022
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QA Rapld Screen - Example

.F!. ew Configuratio
s comoaen > Select views
Foxed = — \/ for named QA
configuration,
' sz )| which can be
- -

. saved and

' reused. Also,
| arrange layout
~— | ofviews (to be
| shown).

i [ Start H Close ]

Add all ][ Remove Al

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 8
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QA Rapid Screen - Example

E CUC Expression

PERCENT (299) J

M5:
Data Type: i@ Point () Peak () Blob
Functions Key Pad

Select Blob Feature

:MastF‘.E::ent... -:@ Space | Backspace || Clear |
P Lzle s (i) o Jlee ]
L) ls s (o Jln J e (=]

v eme vl T[N I | S 9 50 60
misspecmmatthe < (0[] ] e s Jfa (]
eeeee te CLIC Image ]

[ ! ] [ [5% Save Expression ] Select Blobs [ G

— Optional
criterion to
order peaks
for review.
Here, the CLIC
expression is
the percent of
ion 299 for the
spectrum.

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 9
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QA Rapid Screen

o v h '

ﬂ Review Cenfigurations...

S5

. Select extra

blob attributes

Selected Configuration Name: Al
of | ®K e Views | Features | Spectral /
Chromatogram Review
Spectral Review Configure Blobfarea Columns:
[ Remove Posiigl -
Feature Position Colarize Preview
Review Status Start ]
CLIC{O} Start
Optional colorization
Minirnurm Midpaint Maximum
Type: Lowest Value Unused Highest Value
Value: ] 50 100
Color: I I
Default
Revert Default
|
N [ Start H Close ]

for review,
here with CLIC
to order blobs
for review.
Blob table
fields also are
displayed.

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved.
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QA Rapid Screen - Example

File Edit View Processing Method Configure Review Windows Help
S SHE RRY X XY E M. - BCco0BRanEaa
T & 1'% Graphic ~ @ Blob - L Ms ~| T Template - 3 =5 & = | @ # @ - D¢ 0

r
& nc |32 1T @ Review: sic: 298.5000-289.5000 B [E] Review: Peak spectrum for Blob 520 - Peak Value: 30962110556 L= ]
[ search Library ~ B Open SIC 44 Arithmetic Ops | Profile Spectrum + Formula Calculator | Copy to Clipboard
Spectrum | Mass Defect|
Spectral Peak Table
mjz  Inten.
Lo00080-8 50.0( 2,062.27 »
51.0[6,275.44| |
299
5000000 52.0[8,727.20
53.0[ 2,276.28)
54.0 1,044‘1£|
Z s00000.0-] 55.0/ 2,562.25
g 56.0] 1,131.07]
5 s 57.0[ 7,064.89
000000 58.0/ 5,491.62
53.0[20,6%. .
o
2nonon.o-)  Value:3096211.0595 18!
147 314
Ll 1o Z‘ll‘ | 23‘3 ‘ Edit Selectsd Range
0.0 L Ly L U T T T T Min:(50.0..
s0.0 100.0 150.0 z00.0 250.0 200.0 2s50.0 a00_0 as0.0 s00.0
Max:(510...
miz
LTI ==
Intensity (") Percent Intensity (*) Relative Inte Reset Zoom -
Position: (0.0,0.0) | value: 0.0 |state: Mult-Spectrum ~ [Substate: Point Spectrum [Position: (31.73,1.468) |Value: 480.1601 [state: view  |substate: intensity @ Percent Intensity © Relafive In nm‘ ss=t zoom
[ Biob Table = V@ 10 view [ =]

2 g a-;‘wm,g - Reject v <5 < [l B2 | 4 Add 3 Remove | [CoumnIl +|<-> = | Group: [ByLocation « || (7] Center on Zoom

Column IL

Review Status | CLIC1Percent299 | BlobID Compound Name Group Name LRI Retention I (min) Retention II (sec) Peak Value  Area... Volume Percent Response Column I Location = 31.176 Legend
31.18 I 67 81963616 0.02 Jy—— A SIC
4517599.30) [TIc
. e —— . 2 so0es
529 1750.72] 131 3371597.55 0 0.02
477 1865.52] 45.36 1.27] 5076645, 17| 25 46133401 0.01 26066
5% 1600.00 35.90 144 3287397.42 75 100208482 0.03 N
383 1505.33] 32.53| 158 7149690.82| 97| 259340269 0.08 T 200E6 o
548 1658.83] 38.15 1.38]  2677086.55, 17| 20170573 seeEs| - |l |2
Areas | Excluded Blobs e
1.00EG o
[E fprigator [z ] [ 8icb Set Table [ = J
SO0ES - 4 4 i, 3
Projection Line
aalaVallldiViEIaYa

| Zoom: ©| @, 3 Reset ~ | value Mapping: N Scale |

Interactfile | Static L
~ - S
U J e L [state: | substate:
- 0
-

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 11
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QA Rapid Screen - Example

File Edit View Processing Method Configure Review Windows Help
wE SHaE BB gy X 2% B Hows. -|8caT2EREES
T &% ¢ Graphic ~ @ Blob - L vs ~| T Template ~ 5 ™2 & (G /™ @ -0 v

r
[ [E Review: SIC: 72.5000-73.5000 [ =] [El Review: Peak spectrum for Blob 255 - Peak Value: 201276716837 L= ]
[ search Library ~ B Open SIC 44 Arithmetic Ops | Profile Spectrum + Formula Calculator Copy to Clipboard
Spectrum | Mass Defect|
Spectral Peak Table
mjz  Inten.
2 5026 -
- 50.0[ 2,810.40| +
51.0[ 4,557.06/ |
2 o0z | 52.0/6,673.61]
209 53.0/8,542.47]
54.0/ 5,196.09,
Z)ses 357 55.0[25,186. .
g 56.0[ 14, 454 .
£
5 147 57.0[13,087...
1ooes 56.0[22,85%..
55.0[309,11...
I HIIENIEYZY kY2
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.05 133 2t ‘alue:2.01276716837167
341
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| | T - W e | P L1
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Intensity (") Percent Intensity (") Relative Intensity | Reset Zoom -
Position: (0.0,0.0) | value: 0.0 |state: Mult-Spectrum ~ [substate: P [Position: (58.301,1,288) | Value: 635953.7783 [State: view  [substate: RAS) RAS) t"‘
[ Biob Table = V@ 10 view [ =]
oF L] 3 5 a‘:“ﬂppmve - Reject v (5 > $ = = Add 3 Remove | [Colmn Il v | <> = | Group: [By Location « | | [] Center on Zoom
Review Status  CLIC1-Percent299 a D Compound Name Group Name LRI Retention I (min) Retention IT (sec) Peak Value  Area... Volume Percent Response Column I Location = 57.625 Legend
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HRMS - Blob/Area Integrated Spectra

e |ssue: Blob/area integrated spectra require
adding multiple spectra in which the same ion
may have slightly different m/z.

* |n previous versions, spectra were summed
within integer intervals.

e GCImage R2.5 also can generate HRMS
integrated spectra by two new ways:
— Within decimal intervals (1, 0.1, 0.01, 0.001, ...)
— Within dynamic bins using user-specified tolerance

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 13
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HRMS -

Blob/Area

Template Matching
Mass Calibration

Configure
Settings .
Multi-Channel
System
Axes How To Display Spectral Images
Legends @) Multiple windows () Single window
; :
Search Library How To Display Spectra
Baseline Correction _ ) ) S )
Blob Detection (@ Multiple windows () Single window
Blob Statistics [ show negative intensities [ Always show zero mass/z
Blob Mouse-Overs
Blob Display [ Show grid lines
Graphics Display
Text Display How To Display Profile Spectra
Structure Display Show profile when available
3D View
Template Retrieve intensities within primary mass range

How To Display CLIC Expression

() Multiple windows (@ Single window

~

How To Calculate Blob MS

(@ By Integer Mass () By Uniform Bin {mu) | 1

L | ") By Dynamic Bin with Tolerance (mu): 0.5

Rounding Parameter For Integer Mass (0.5

CDF File Write Buffer Size (byte) 5242380

Mouse Operation in
[] Switch selection and zoom mouse buttons

Select this check box to make the right mouse button for selecting and the
left mouse button for zooming.

Defaults

[ Import Configuration ][ Export Configuration ][ Apply H oK H Cancel ]

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved.
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Integrated Spectra

User-controlled
configuration.
Integration within
dynamic bins uses large
Intensity ions as a tent-
pole around which
smaller intensities
within the tolerance are
integrated.
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250000.0 219 2500000 219,091
145 145.071
2000000 2000000
103 103,060
250000.0] 250000.0]
= =
W o000, 0 ° W o000, 0 ° :
[T} [T}
y integer y fixed bin 1.
1500000 150000, 0 4
7 177 7047 177,078
100000 .0 235 100000, 0 - 2358.119
s0000.0 - 190 263 s0000.0 - 263,150
a.o .I b L I. J [ ' | I|I | a.o .I L b L I. Jl [ ' | | I|I |.
&0.0 110.0 160.0 z10.0 ZE0.0 &0.0 110.0 160.0 z10.0 ZE0.0
mjz mjz
250000.0 - PP 250000.0 - 219,087
145,065 145,065
2000000 2000000
103,057 103,057
250000.0] 250000.0]
= ° ° =
W o000, 0 B f 1 W o000, 0 q :
[T} [T}
y fixed bin 0. y dynamic bin 0.
1500000 A 150000, 0 4
73,047 73,047
) 177.076
100000 .0 177076 235,118 100000 .0 235,118
£0000.0 - 263,143 £0000.0 - 263.150
a.o .l b L : Jl | ' | L I|I |. a.o .I TN L : Jl [ ' | | I|I |.
&0.0 110.0 160.0 z10.0 ZE0.0 &0.0 110.0 160.0 z10.0 ZE0.0
mjz mjz

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 15
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HRMS - Mass Defects

e Mass Defect and Kendrick Mass Defect
analyses in MS Viewer

* For given mass spectrum, each ion shown:
— In table, with mass, mass defect, & intensity
— In graph, with mass x mass defect

* |ons selectable in table or graph for SIC

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 16
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HRMS - Mass Defects Example

[l search Library ~ M Open SIC <% Arithmetic Ops | Profile Spectrum ~ Formula Calculator | |=| Copy to Clipboard

x

1 Spectrum | Mass Defect|

1 Peak Table
H/CI Mass Defect Plot |
Kendrick Exact Mass  Kendrit
0.400 CEs aip B o ) -‘ :- 390.1181 -
T s .,& £é 3911263
0.375 NG S 2 , ¥ % 392.1194
RYEser oy o b Terphenyls 35.1272
0.350 =
pdet ez
- - .
-
L TCPP 56 2544
g 398.3389
] ’ .-:‘ & -
o 0300 e fq 2 4022512
T ‘ 404,2535
o - L N
& 0275 ‘ 3 ) 404, 2661
w - - . 405.2553
w = = N
Z paso . - ? =L_-& EA PBDES 406.2541]
5 : A . 406.2670
T 0225 - - ! 407.2563
- .l
2 - il : 408.2518 al
0.200 . e 408.2675
; ] f " 410.2634
0.175 - : i ‘- =
- 5 1 ! 4 L1 F
0.150 @ : L ® L5
AR s P b benz 2T
e T I : i Hexabromobenzene
v » ey i ; 1. MS Range: 150-300
- - - 'l' . S &
b.100 ' ! Ordinal Limit:  |5,000
150 200 250 300 350 400 450 500 5850 50D &S0 700 750 800 | MD Range: 0.1 0.4
Kendrick Exact Mass
() Mass Defect@) Kendrick Mass DeFect| |E Configurel| ] save

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved.

1 Area object

spectrum

from entire
chromatogram
for analysis.

Example data
courtesy of
the Ontario
Ministry of
Environment
and JEOL.
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HRMS - Mass Defects - Example

[ Selectad Ion Chromatogram: 433.8095-433.9095 | 435.8086-435.9086 , 467.7703-467.8703 | 469.7690-469.8690 , 503.7414-503.84... -

» L]
i - b *‘*...l l,-..-

i R i

nsmnal Chromat hy ek b S

R

| Position: (57.750,5.717) | Value: 0.0000 |State: View  |Substate:

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved.
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HRMS - Mass Defects - Example

H 11 1l 1 [N
Pusiﬁon:(ﬂ.ﬂ,ﬂ.u} '.I’abe:n.ﬂ Smte:ﬁew SLbS‘IZtE:

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved.
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HRMS - Mass Defects - Exan_]_;_)le

» L]
i - b *‘*...l l,-..-

i R i

nal Chromat hy Vg 4 S d

R

nsio

e
ﬂ Selected lon Chromatogram: 481.6492-481.7492  481.6627-481.7627 |, 483.6480-483.7480  483.6617-483.7617 , 483.6663-483.76...

| Position: (31.617,7.908) | Value: 0.0000 |State: View | Substate:

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 20



G

Software

o 0 Y

HRMS - Mass Defects - Example
SelectedlunChro_matngmm 3&?_233!11.8222_3[2321]3;“3?116—30}'.8116 310.7040-310.8040 , 312.7029-312.80... -

& L]
Lfl #. *‘*...l l,-..-

i R i

nsmnal Chromat hy ek b S

R

|| 5.0 10.0 15.0 d J J g E. 45.0 S0.0
| |Position: (40.550,7.995) | Value: 0.0000 |State: View | Substate:

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 21
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HRMS — Other New Features

HRMS quantifier & qualifier ions

HRMS in CLIC expressions

Export HRMS spectra for blobs and areas with
Export Image plug-in

Sortable measures of isotopic similarities in
the Formula Calculator [pending]

HRMS SICs in MS Cube [pending]
Calibration for HRMS centroid data [pending]

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 22
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Blob Detection - CLIC Filter

1. Create named CLIC expression (optional).
H CLIC Expression J, M

N\ CLIC Manager

00%

(RETENTION (2) >1.25) & (RETENTION (1) <71) & (SNR>100) & (VNR>200) & (RKurtosis_I>2)&|| ——=——
(Rurtosis_II>2) Detection 20140606

/| |Percent299

Marme: |Detection20140606

Ms: example-1

example-2

Data Type: @ Point () Peak () Blob Select Blob Feature example-3
Functions Key Pad

Most Recently Used Functions - ‘C‘.')(h Space [ Backspace ” Clear

| | ]
_[?”a”g]pn{”}”!]
EN[ERER N H&llh}

l

Retans the meraty vaior e matrapecnamar -~ () (22 (18] [ [is= 2= o=
20 or 40, 65.6.66.8% wth n aptonl wrence, = (0 JLe L ][ ][ ][ 2 ]|
’LH]’EEIESEVE Expression Select Blobs [ Generate CLIC Image ]
b — = = = = — =

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 23
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Blob Detection - CLIC Filter

- - 2. Specify CLIC

System Blob Detection A

Axes r =

Legends ° []

e expression to filter
Baseline Correction ) L J “

S

Blob Statistics First column 0.1 b I b
Blob Mouse-Overs O S a n e
Blob Display [ ]

Multi-Channel Blob Detection Algorithm Two-dimensional -
Graphics Display Second column | 1.0

Text Display
Structure Display

= —— named expression

Template Matching
Mass Calibration Minimum volume 0.0

Minimurm peak: 0.0 O r a u a e d
Minimum Peak Reference @) Relative (7) Absolute

: expression typed
into configuration.

3. Detect blobs.

Defaults

[ Import Configuration ][ Export Configuration ][ Apply H oK H Cancel ]

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 24
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Blob Detection - Interactive Filter

-
[E] Blok Detectian

|

Mavigator:

Advanced Filter:

(7 Bubble

(7 Outline @) Default

Expression

Constraint
(Peak_I <= 71.18)

Peak_II (Peak_II == 1.0&) b
= = Defaults
SR (SNR. >=91.89) = il
VIR, {VNR. == 195.35)
Kurtosis_T (Kurtosis_I == 2.0) [ Combine ]
Kiirtmeic TT irtneie TT — 2 0% w7 o
Constraint:
Expression: Peak_I
Min: [O] <[ b
Manc: 1 L §
Options: (@ Absolute () Distribution [ Invert

[ Set to Configuration

Filters are
applied in
combination.
As a filter is
changed, e.g.,
with slider,
blobs are

added or
removed.

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 25
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Data Processing - Reglonal Arithmetic
e Arithmetic operations for selected region(s)

Arithmetic Operations “
Select operation: |Subtract w | for |Entire Image v
Entire Image
(@) Image: Browse
() Scalar:
oK Cancel

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 26
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Data Processing - Analyze Blobs
e Sort by group statistics in Analyze Blobs

)] Blob Anaylsis Tool
Data Pre-Processing

[] Mormalize Multi-Spectrum

Blob Axis Settings

=} ¥ Axis
L
& 2 (@) Blob Feature: Percent Response (.. w
%" o 2 ! Peak Value (F Value: 39.560)
i ¥ BlobID (F Value: 39.263)
- f L S Percent Response (F Value: 8.301)
E 7 o 9 a Volume (F Value: 5.301)
X I oo Retention 1T (F Value: 3.161)
& % tm | g s LRI (F Value: 0.262)
0 o a oo (@) Blob Feature: Retention I (F Value: 0.004)
of L8
o = () Multi-Spectrum Range:
[=]
& {1 Principal Companent: Select...
=}
: Sort features Rark Atrutes
by F Value, STDEV, or RSD ——==—==—p "= -
y 1 ’ Group Type: Group Mame V]
Compute Rank
Percent Response (F Yalue: §.301)
Loadings Matrix Edit Properties Redraw Retrieve Blobs
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Data Processing - Other Operations

 Generate peak-region Area objects from
selected blobs (as is done in Image
Investigator Auto-Feature Analysis)

 Configure geometry for including data points
in Areas or blobs in Graphics, as either leading
time (used in earlier versions) or center time

e Additional options for gradient baseline
correction [pending].

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 28



GC IMAGE

Software for Multidimensional Chromatography ¢ : SN, o

-'#t =

Template Transformations

 Many causes of retention-time differences
between chromatograms

— Different detectors (e.g., FID & MS) & detector
differences

— Different columns & column differences (e.g.,
decomposition)

— Operational variations (e.g., injection volume, flow
rate, temperature)

— Matrix effects

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 29
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Template Transformations

* New tools for aligning templates with
chromatograms
— Transformation based on marker peaks

— Local transformations that limit region of
transformation

— Transformation mapping to adjust degree of
transformation along either axis or both

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 30
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Template Transformatlons
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Template Transformations
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Template Transformations
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Template Transformations
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Template Transformations
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@T nsform Template

e Upper pane configures trans-
- formation (as in R2.4)
- . » Middle pane (green) allows

variable degree of
transformation along axes

- e Bottom pane (red) allows
e i transformation limited to
S | specified region
sport
Apply Transform |
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Template Transformatlons

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved.
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Template Transformatlons

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved.
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Image Investigator

* For feature template with Auto Features,
generate qCLICs from composite

 Keep compound identifications for feature
template with Auto Features

e Remove chromatograms from analysis set
without reloading

e Assign class labels of chromatograms without
reloading
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Software for Multidimensional Chromatography

3D Modeling & Vlsuallzatlons

* In MS Cube, adjustable value mapping for
individual SICs

* In 3D View, export surface as 3D model to
Visualization Toolkit (VTK) format file
— VTK is open-source, multiplatform software for
visualization
— VTK format is used by many software packages

— Easy to create 3D fly-around videos with ParaView,
open-source software

i ; ', ] i ' i
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Slice Reports (ASTI\/I D2887)

e User-specified slices with fixed degree
intervals

e Custom cut-points (either BP or %-off) in CSV
string
e Temperature unit configuration

e Latest D2287 oil batches, repeatability, &
reproducibility standards

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 46
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Molecular Welght Dlstrlbutlons

e From R2.5, GC Image will have growing
support for polymer analysis

'. ] i II.

* New blob & area table columns
— Mp Molecular weight at peak apex
— Mn Number average molecular weight
— Mw  Weight average molecular weight
— Mz Z-Weight average molecular weight

 Configurable linear calibration

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 47
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Tables & Reports

e Sorting on text field recognizes numbers in
tables & Comparison Report

e Optional field for graphics group name(s) in
Blob Table

e Optional description field in Comparison
Reports

e Option to show or not show residual group in
Blob Sets Tables & Areas Tables
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e Export selected regions from Export Image in
text formats

e Save SIC and CLIC images from

chromatograms with variable modulation
periods

e Mass Hunter speed improvements [pending]

* I[mproved options for sampling rate
interpolation without padding [pending]

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 49
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Miscellaneous
* Populate LRI Table has Append option

e User-specified locations for Text label relative
to object

e View journal from GC Project

e Sticky modes for Cursor Palette buttons for
creating new objects

* Toolbar reorganization

What’s New in GC Image R2.5, S. Reichenbach, Q. Tao, T. Janke & J. Hang, July 2014. ©GC Image, LLC, 2014. All rights reserved. 50
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In Progress

 NIST14 interoperation, especially
enhancements for RlIs [pending]

e Align chromatogram to template and
resample [pending]
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