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LC/MS kvantitativni analyza s iontovou mobilitou
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FAIMS Pro Interface

High-Field Asymmetric Waveform lon Mobility Spectrometry System
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FAIMS Pro Interface

High-Field Asymmetric Waveform lon Mobility Spectrometry System

TSQ Il Series HRMS Instruments

- TSQ Endura™

Tribrid Orbitrap Fusion™

- TSQ Quantiva™

Tribrid Orbitrap Fusion Lumos™

- TSQ Altis™ Tribrid Orbitrap Eclipse™

- TSQ Quantis™

Orbitrap Exploris™

NanoSpray Flex™

Easy Spray™

VeriSpray ™
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FAIMS Pro Interface

Vnitfni cylindricka elektroda

Vnéjsi planarni elektroda

DV — Dispersion Voltage CV — Compensation Voltage IM-MS Separation
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High-Field Asymmetric Waveform lon Mobility Spectrometry System
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FAIMS Pro Interface

Standard Resolution Mode High Resolution Mode

zvySena citlivost na ukor rozliSeni vysoké rozliSeni na ukor citlivosti
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FAIMS Pro Interface

- ZlepSeni S/N diky selekci molekul vstupujicich do MS

- ZlepSeni S/N propousténim homogenni populace molekul

- ZlepSeni limitd detekce a kvantifikace (LOD, LOQ)

- Separace a kvantifikace isobarickych molekul
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- Zkraceni / eliminace chromatografie

v oy

- Vétsi , Throughput”
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FAIMS Pro Interface

NLC-MS/MS
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NLC-FAIMS-MS/MS
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FAIMS Pro Interface - S/N, LOD, LOQ

NLC-MS/MS
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FAIMS Pro Interface — separace a kvantifikace isobarickych molekul

Isoleugine-prod
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Zdroj: Kalafut B, Snyder AS, Quantitation of Isomers by Multi-VC FAIMS MS Scans, Thermo Scientific Application Note
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FAIMS Pro Interface — separace a kvantifikace isobarickych molekul

Isoleugine-prod
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Zdroj: Kalafut B, Snyder AS, Quantitation of Isomers by Multi-VC FAIMS MS Scans, Thermo Scientific Application Note
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FAIMS Pro Interface — separace a kvantifikace isobarickych molekul

praqolab

7 smési Leucin Isoleucin
Leu : lle T 1 =T
— —_ I
E 10} 5 B9 = |
0:100 5 e E o =1
= | L = & : |
o 8 RO 1 ) T .
10: 90 - o = o L
9 . = -
© ¢ _ B g i
30 : 70 E I‘\\\‘\ 'l_ E 4+ + + 0\\‘0‘ : ’
8 \“\\g t 8 + i\*“‘\\ +
c 4} i o S : I
50 : 50 S O S . T !
) ° £ - 2f g +
.- T o 2 : e
. gL =t 2 |
70:30 =T = 0_\ .
90 - 10 050 1o 3.0 5.0 7.0 90 100 = 3 5 7 9 10
. Expected concentration Leu (pg/mL) Expected concentration lle (pg/mL)
100:0
Zdroj: Kalafut B, Snyder AS, Quantitation of Isomers by Multi-VC FAIMS MS Scans, Thermo Scientific Application Note
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FAIMS Pro Interface — Zkraceni / Eliminace chromatografie

No FAIMS Single Shot Proteomics Workflow

y
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Tryptické Stépeni RPLC frakcionace nanoLC - DDA analyza

Bunécna kultura Tryptické peptidy Frakcionované peptidy
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FAIMS Pro Interface — Zkraceni / Eliminace chromatografie

No FAIMS Single Shot Proteomics Workflow
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FAIMS Pro Interface — Zkraceni / Eliminace chromatografie

FAIMS Single Shot Proteomics Workflow

HR hnt -

r
8, % 0% > ' >
Tryptické Stépeni nanoLC - DDA FAIMS analyza
Bunécna kultura Tryptické peptidy
ThermoFisher
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FAIMS Pro Interface — Zkraceni / Eliminace chromatografie

No FAIMS Workflow vs. FAIMS Workflow

a b) c
38,0007 1 hour 80,0007 2 hours 100,000 3 hours
. 1% 1] ;
g 34,000+ $ :g 80,000
b 1 2 ¥ 60,000+ =
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e
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a
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2,0004— v v T T T v 2,0004— T T T T r . 2,0004— T r v T T T
0 1 2 3 & 5 $ g ¥ 2. 8 4 & 8 0 1 2 3 4 5 6
g on column pg on column Hg on column

Pocet identifikovanych peptidu (a-c), respektive proteint (d-f) v zavislosti na délce analyzy a mnozstvi vzorku naneseného na kolonu

Zdroj: Hebert AS; Prasad S; Belford MW; Bailey DJ; McAlister GC; Abbatiello SE; Huguet R ; Wouters ER; Dunyach JJ; Brademar DR; Westphall MS; Coon JJ Anal. Chem 2018,
90, 9529-9537.
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FAIMS Pro Interface — Zkraceni / Eliminace chromatografie

No FAIMS Workflow vs. FAIMS Workflow

A B
. 1 — \ |M 1vdh 45 : , \ <>
8,000+ (+)FAIMS 8,000 | == (-) FAIMS LC fractions o
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Analysis time (hours) S A S & \Qw \,\Q
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A - Pocet identifikovanych peptidd v zavislosti na dobé analyzy (0.5 — 6 h) v€éetné mezihodinového rozdilu
B — Pocet identifikovanych peptidl / proteinl v zavislosti na metodice

Zdroj: Hebert AS; Prasad S; Belford MW; Bailey DJ; McAlister GC; Abbatiello SE; Huguet R ; Wouters ER; Dunyach JJ; Brademar DR; Westphall MS; Coon JJ Anal. Chem 2018,
90, 9529-9537.
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FAIMS Pro Interface — Zkraceni / Eliminace chromatografie

No FAIMS Workflow vs. FAIMS Workflow
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Pocet identifikovanych peptidu / proteinu v zavislosti na metodice

Unique peptides

Zdroj: Hebert AS; Prasad S; Belford MW; Bailey DJ; McAlister GC; Abbatiello SE; Huguet R ; Wouters ER; Dunyach JJ; Brademar DR; Westphall MS; Coon JJ Anal. Chem 2018,

90, 9529-9537.
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FAIMS Pro Interface — LepSi relativni kvantifikace peptidu pomoci TMT*

Thermo Scientific TMTsixplex™
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Series of fragment ions for peptide identification

Zdroj: Rauniyar N; Yates JR; Journal of Proteome Research 2014, 13, 5293-5309.
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*TMT — Tandem Mass Tag
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FAIMS Pro Interface — LepsSi relativni kvantifikace peptidu pomoci TMT

No FAIMS Workflow VS.
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PIF — Precursor lon Fraction - hodnota determinujici kolik z celkového iontového fluxu pfipada prekurzorovému iontu (0-1)

Zdroj: Phammatter S; Bobbeil E; Thibault P Journal of Proteome Research 2016, 12, 4653-4665.

19

praqolab

ThermoFisher
SCIENTIFIC



FAIMS Pro Interface — LepsSi relativni kvantifikace peptidu pomoci TMT

No FAIMS Workflow vs. FAIMS Workflow

12000 _
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Isolation Window

A - Pocet identifikovanych peptidd v kazdém izolaénim okné

B — Vennovy diagramy poctu identifikovanych peptidl / protein(

Zdroj: Phammatter S; Bobbeil E; Thibault P Journal of Proteome Research 2016, 12, 4653-4665.
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FAIMS Pro Interface — Automaticka softwarova inkorporace
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