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METHOD IN CLARITY

Instrumental and processing parameters within one document

Can be sent to HW directly from Method Setup
Stored as *met file in current project folder

Method Setup My_Method - #1; 9/26/2023 1:32:32 PM m] X
B = H W R | & o
New Open.. Save Saveas.. Report setup...  Audtt trail... Sendm:t‘hodby Help
emai...
Common for all detectors
Method Description
thod for
Me my sample]| e i
Con Run Time:
Mobile Phase
30 [min]
Flow Rate 90 ml/min
Pressure 1,2 bar
Detection B0 @ External Start/Stop
Temperature 45 °C - 5min, 8 °C/min, 125 °C - 0 min, 30 °C/min, 230 °C - 5 min e
(O Start - Restart
Note
(O start - Stop
Oup <7 =
JE—————
Olosey = = ,
Event Table Ac c Advanced ‘
H o Cancel 3 send Method I |
P0O09/1008B 14/05/2025 BASIC OPERATIONS / METHOD

Fi Instrument 1

Instrument Method Analysis Evaluation Setting Window Help ‘A

=/ B P (£ [Z] M

Method Setup  Single Analysis  Sequence Device Monitor Data Acquisiti... Chromatogram Calibration
© Ready >
Status: Ready to start run

Sent method: My_Method

Bl WORK1 2 Administrator

For help press F1.
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METHOD DEVELOPMENT
PROPOSED WORKFLOW

|

Set acquisition parameters

i

Enter sample information (optional)

|

Acquire the first chromatogram

v

Optimize integration parameters

|

Store the method for further analyses
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METHOD DEVELOPMENT

METHOD SETUP

Method Setup Defaultl - 25 10.12.2024 1341:11

(m) X Method Setup Default1 - #6; 10122024 13:45:14 a X

E=E A E B B [

Save  Saveas.. Repotsetup...  Audttrail.. | Send method by
ema.
Gradent Table
Tme | A ] C D Flow
] | [%] (%] (%] [%] | [mljmin]
1 el 00 00 00 1000 0,000
2 05 00 300 00 70 10000
3 1,00 30,0 300 40,0 00
4
[mimig A BUCID o)
10 teo &
;] e 3
L. % g
B tao g
0= T, T T T 0
0,0 02 04 06 08 .0
Time fin]

) ‘ E=R ¥
New Open.. Save

Help

Select GC 6C1

Oven vyalve Extenal UPC  Llog

# R & o

Savess.. | Repotsetwp.. Audirai. Sendm"gwby Help
e

Enabled

Oven Program
Mode Isothermal %
Stancby Fiow 1 mLfmin
Run Time [min] 10,0
Time to Standby 0
] Za Configuration
Stanchy Time 0 min Init. Temp[C] S0 off v
Init. Time[min] W
Setup
Max. Temp[°C] 450 () Auto Run Start OpostRun
Equ. Time [min] 1 Repeats (] Temp[°C] 0
Ide State T
o - ([cryo. cooling Liquid N2 Cyde Time[min] 0 ‘Time [min] 2
O il Cryo. Fast Cooling ) AutoReady Ren S
O standby
O Initial - Standby
Status Demo Mode: Not Ready (Method has not been sent) From GC

Options...

|EventTable  AS |iCGradent| LC  Measrement Acistion Themestat Aur.Devices Integration PDAMethod Caliation Advanced Aux. Sgnaks |

|EventTable | GC | Measurement Acqusiton Integraton Caluation Advanced |

H ok Cancel

Fi Instrument 1

Instrument  Method  Analysis  Evaluation ~ Setting

<3 Send Method

/| e @ Mo
MethodSetup Bingle Anaysis  Sequence  Device Montor Data Acquisiti.. Chromatogram  Calibration
© Ready >
Status: Ready to start run .

Sent method: My_Method

ESIWORKI & Administrator

For help press F1.
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Accessed from Instrument window

Available tabs are dependent on

used configuration
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METHOD SETUP
MEASUREMENT TAB

Description
- Informative

Autostop & Run time
External Start/Stop

Method Setup Ethanol in blood - #3; 9/26/2023 2:03:37 PM

E = A &

R

&

Save Saveas.. | Reportsetup.. Audttral.. | Sendmethod Help
e-mail...
Common for all detectors
/ Method Description N\ § .
DEMO Example - GC - Autosampler - Ethanol in blood
@ Enable Autostop
Column db 624-30m-3.0u-0,32id P
Mobile Phase hydrogen . i)
min.
Flow Rate 50 em/min
Pressure 5.57psi S g
; FID f )
Detection @ External Start/Stop
Temperature Ramped to 225 © Start Only
(O start - Restart
Note short linear velocity 50 cm/sec
column initial 45 deg (O start - Stop
Oup 5
©Down L
\ J L )
Event Table ' Measurement = Acquisiton Integration Calculation Advanced
H o Cancel «d Send Method
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METHOD SETUP
ACQUISITION TAB

Device-specific
Cannot be modified
during acquisition
“Enabled” checkbox

P009/100B 14/05/2025

Method Setup Ethanol in blood - #3; 9/26/2023 2:03:37 PM

R | & @©

Send methodby = Help

B = A W
New  Open...

Save Saveas. Report setup...  Audit trail...

e-mail...
Select Detector Colibrick - 2 || @ Enabled
Colibrick - 1
ONonic m
Colibrick - 3
Method Properties Colibrick - 4
)
Range  12123mv v
Sample Rate  25Hz v
Configuration: Bipolar
Offset: omv
Det Status Demo Mode: Not Ready (Method has not been sent) Det Status...

Event Table Measurement ' Acquisiton Integration Calculation Advanced

H o«

Cancel

BASIC OPERATIONS / METHOD DEVELOPMENT / METHOD SETUP / ACQUISITION TAB

«d Send Method



METHOD SETUP
SIGNAL RANGE

Signal out of range = loss of information
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METHOD SETUP
SAMPLE RATE

Too low = not enough datapoints per peak = incorrect results
‘Correct”rate is dependent on HW and analytical application

- GC detectors — usually 25-50 Hz

- LC and Spectral detectors — according to application and HW parameters

Height 1289 mV

—

Height 1278 mV

/M

\

Low Sample Rate
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METHOD SETUP
INTEGRATION TAB

P009/100B 14/05/2025

Parameters are applied to measured
chromatograms

Integration table is separate for each
signal
Selection of integration algorithm

BASIC OPERATIONS / METHOD DEVELOPMENT / METHOD SETUP / INTEGRATION TAB

Method Setup Ethanol in blood - #6; 9/26/2023 5:01:09 PM

= 4= o
BE = A 7 & ©
New Open.. Save Saveas.. Report setup...  Audit trail... Send method by Help
e-mail...
Select Detector Colibrick - 1 v | @ Enabled Integration Algorithm  Wave
Colibrick - 2
Chromatogram Time A Time B value
Operation [min] [min]

Global Peak Width 0.020 min

Global Threshold 0.0500

Global Filter - Bunching 1

Global Baseline Slope 0.300 /min

Integration Interval 5.000 25.000
EventTable Measurement Acquision Integration = Calculation Advanced
H ox Cancel «J send Method
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METHOD SETUP
INTEGRATION PARAMETERS

h Global parameters
- Peak width, Threshold, Bunching, Slope

> Integration Interval
P Other interval and peak functions

Threshold

= peak width
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METHOD SETUP
CALCULATION TAB

Method Setup Ethanol in blood - #7; 9/26/2023 5:19:21 PM o
— . B EH W R ¥ | o
Calibration that is linked to measured New Open.. Sme Swess. | Feotsp. Adkusl. | Sdmebodby | Hab
chromatograms o e
1 Calibration File Scale
Calculation type ek Tane) SR Vew | usesca Foctr
. X X Set... New... Clone... None Scale Factor 1
Calibration cloning ——— e -
Author  Pone
Desaiption  DEMO Example - Ethanol in blood LOKERSed peats
Response Base: Area N
Created Modified ResponseFactor 0 [Am[Rsp]
Fl30,‘1995 2:20:18 PM I?llZJ2023 10:46:48 PM
Report in Result Table Calibration Cloning In Sequence
() Hide ISTD Peaks © All Peaks s %L_%D)| N
() All Identified Peaks
() All Peaks in Calibration
EventTable Measurement Acquisition Integration @ Calculation | Advanced
H o Cancel «d Send Method
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METHOD DEVELOPMENT
SINGLE ANALYSIS — FIRST RUN

FA Instrument 1

Instrument Method Analysis Evaluation Setting Window

4 ¥

ﬁ Single Analysis

Method Setup  Single My_Method Device Monitor
© Ready
Status: Ready to start run

Sent method: My_Method

\ View Single Analysis dialog with method: My_Method

Help \A
! —
@ =Z M K
Data Acquisiti... Chromatogram Calibration
>
&3 DEMO1 2 Administrator
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SINGLE ANALYSIS

ANALYSIS TAB o et 0
Sample ID Batch-#95
0 0 Sample-#
Enter sample information = =
Enter file name S 0 ISTO1 Amaunt 500
- Use variables by clicking  » et ! T
Sample Type Unknown Level 1
Method My_Method Edit Method. ..
Analysis | PostRun Settings  User Variables
Control
«J  Sendmethod €  Abort i%i  Snapshot

8 Use Autosampler Vial
-#95_Sample-#02_My_Method_26_09_2023_1)
| %Qq_%Q_%J_%D_%n | »
(") Enable File Overwrite Data Recovery...
(o ) cone oo
P009/1008B 14/05/2025 BASIC OPERATIONS / METHOD DEVELOPMENT / SINGLE ANALYSIS / ANALYSIS
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SINGLE ANALYSIS
POST RUN SETTINGS TAB o

@ Open in Chromatogram Window
) ) (JPrint Results Report Style
Automatic operations after the end of Pt seclyss | e
Export Data
i () Open in Calibrati indow
ana|yS|S [JJOpen C}wuﬂalnbg'mamwwiﬂ\smred Calibration
(Jindude Chromatogram in SST

() Export Chromatogram in AIA Format
() Export Chromatogram in TXT Format
[C)Export Chromatogram in EZChrom Ascii Format
[C) Export Chromatogram in Multidetector Format

Program to Run

Parameters

Analysis | Post Run Settings = User Variables

Control
+«J  Sendmethod Inject & Run [ | Stop €  Abort i%i  Snapshot
B Use Autosampler vial 2
Chromatogram File Name (Data\Batch-%95_Sample-202_My_Method_27_09_2023_1)
%q_%Q_%J_%D_%n »
() Enable File Overwrite Counter 1 Data Recovery...

[ ] cone Hep
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SINGLE ANALYSIS
SENDING METHOD

Single Analysis (m]
Sample ID Batch-#95
Sample Sample-202
Comments
Amount 0 ISTD1 Amount 500
Dilution 1 Inj. Volume [p] 10
Sample Type Unknown v Level 1
Method My_Method o Edit Method...
Analysis | Post Run Settings User Variables
Control
3  Send method Inject & Run [ ] Stop &  Abort i%i  Snapshot
18 Use Autosampler vial 2

Chromatogram File Name (Data\Batch-#95_Sample-#02_My_Method_26_09_2023_1)
%q_%Q_%)_%D_%n

[J) Enable File Overwrite Coirterll 1

i

P009/100B 14/05/2025

»

Data Recovery...

Help

Single Analysis o X

Sample ID Batch-295

Sample Sample-202

Comments.

Amount 0 I1STD1 Amount 500

Diution 1 Inj. Volume [ul] 10

Sample Type Unknown v Level 1

Method My_Method Edit Method...

Analysis | PostRun Settings  User Variables

Control

> Inject &Run B Stop @  Abort i Spapshot
18 Use Autosampler vial 2
Ch File Name (D. #95_Sample-£02_My_Method_27_09_2023_1)

| Fi Instrument 1

Instrument Method Analysis Evaluation Setting Window Help ‘).
] - -

/L e @ B n

© Ready
Status: Ready to start run
Sent method: My_Method

B3l WORK1

For help press F1.

Method Setup  Single Analysis  Sequence Device Monitor Data Acquisiti... Chromatogram Calibration

>

2 Administrator
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METHOD DEVELOPMENT
DATA ACQUISITION

Single Analysis a X
Gamen Batch-#35 Fi Instrument 1
Sample Sample-#02 instrument Method Analysis Evaluation Setting Window Help | »
Comments
. . -
Amount 0 ISTDL Amount 500 -_'l b Al /.
——— St = [
, ! ] ‘¥ ( M :

Diluton 1 Inj. Volume (1] 10 |
Sample Type Unknown R Level 1 Method Setup ~ Single Analysis  Sequence  Device Monitor |Data Acquisiti... |Chromatogram  Calibration
Method My_Method e Edit Method... . & . .

I Running © 006min/1200min W @

Status: Acquisition running

Sent method: My_Method

Analysis Mode: Single Analysis

P e o Chromatogram:  Data\Batch-#95_Sample-#02_My_Method_27_09_2023_1
Injection: Vial: 2
- Sample: Sample-#02

Sample ID Batch-#95

18 Use Autosampler Vial 2
il WORK1 2 Administrator

(Chromatogram File Name (Data\Batch-#95_Sample-#02_My_Method_27_09_2023_1)

View Device Monitor window
%aq_%Q_%]_%D_%n 4
[DJEnable File Overwrite Counter 1 Data Recovery...

Co ] | ome -
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DATA ACQUISITION
MONITORING ANALYSIS

Functions
- Snapshot — Temporary chromatogram
- Abort — End analysis, no chromatogram saved
- Stop — End analysis, save chromatogram

Parameters — Only influence view, not data itself

Instrument 1 - Data Acquisition (Data\Batch-#95_Sample-#02_My_Method_2

File Analysis Display View Window Hep DAFA M2 0 @ @

_ (m]m H lTlmEme 0 To 5 min | SignalFrom -10  To 1000 ImV Common for All Signaie

Noise: 0.0000mV 0.0000 mV

— DEMO-1
— DEMO -2

0.8+

Voltage

Time

Time: 0.33 min / 12.00 min 0.000 mV/ 0.000 mV
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METHOD DEVELOPMENT

FIRST CHROMATOGRAM

Optimize integration
- Global parameters
- Integration interval
- Other functions

Change integration algorithm

A4 Instrument 1 - Chromatogram *Data\wine_Sample - UV detector” (MODIFIED)
File Edit Display Chromatogram Method Results SST View Window Hep (AR LZE A @ @
EAO® AEE & D s FREE] W S I R I I R R

— Data\Wine_Sample - UV detector

ol |2
v } Global parameters oo St o

064 i
5 2] =
£ . o b
0 if ] : 3 o 2
Modify pea - ;
A R ] & 2 =
2 = = A ©
°% = amen 3 N =
8 nang 3 2
0.04 )00 000 ask]. J s L
4 ~ b el | 8 B T T '
o 1 2 3 4 5 6 7

Integration Algorithm (Common for Al Signals) Wave

Modif’yubls?gwé?:ﬂemﬂ Waverev. 1
Gper

Chromatogram Time A Time B
ton ] mn] e
0. 100 min
0.3000 mAU|
1
0.000 mAU/min

¥R hElPOPRPRERT | FETFarB PP
\

Additional integration parameters

> ]

0N Results Al Signals Results Summary E Conditions SST Results -

4% For help press F1. Overlay
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CHROMATOGRAM
SAVING OPTIMIZED METHOD

Save as template — saves entire method from chromatogram
Instrumental part

- Integration

- Linked calibration

- Etc
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SEQUENCE

Analyze many samples using autosampler
- Can be used with manual injection

Utilize optimized method from previous steps

=)
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SEQUENCE
SEQUENCE TABLE 1/3

Status
Vial information

(I |

Sample information

|

Values for additional calculations

|

Injection volume — important for autosampler
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SEQUENCE
SEQUENCE TABLE 2/3

File name — usable variables
Sample type (+ Levels for standards)
Acquisition and printing methods
Automated post run actions
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SEQUENCE
SEQUENCE TABLE 3/3

Hidden columns — setup columns dialog
- Accessible from local menu
- Applicable to most tables in Clarity

P009/100B 14/05/2025 BASIC OPERATIONS / SEQUENCE / SEQUENCE TABLE
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CALIBRATION

Stored as *.cal files

Identification of compounds
based on retention time
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CALIBRATION
MANUAL CREATION

Acquire and integrate standard samples

Set calibration options
Add (concentration) levels

Open
Standard

Enter Compounds'’

Names

Save calibration (1sttime only)

Link it to chromatograms

P009/100B 14/05/2025 BASIC OPERATIONS / CALIBRATION / MANUAL CREATION
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CALIBRATION
CALIBRATION OPTIONS

Display mode — ESTD, ISTD etc.
Calibration

- Automatic — recommended

- Manual — addition of each peak requires manual confirmation
Mode

- (Calibrate — peaks added to first empty level

- Recalibrate — peaks applied to selected level
B Recalibration

- Replace - only uses last measured response

- Average — uses averaged response from “x”measurements
Compound units

- Displayed in result table
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CALIBRATION
FILLING LEVEL 1/4 - OPENING STANDARD
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CALIBRATION
FILLING LEVEL 2/4 - ADDING PEAKS

Ol
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CALIBRATION
FILLING LEVEL 3/4 — NAMING COMPOUNDS (s evet ony

-
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CALIBRATION
FILLING LEVEL 4/4 — FILLING AMOUNTS
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CALIBRATION
NEXT LEVEL
Repeat the previous steps for each level

Use “Calibration” settings
- New peaks added to empty level

P009/100B 14/05/2025 BASIC OPERATIONS / CALIBRATION / NEXT LEVEL
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CALIBRATION
SAVING

O
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CALIBRATION
INDIVIDUAL COMPOUND TABS

Details for the given compound

Overview of all levels e \

How identified

How quantified

Calibration curve graph Ve <
\ .
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CALIBRATION
LINKING TO CHROMATOGRAM

I Calibration from method is automatically linked to all measured chromatograms
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REPORTS
WHERE TO ENABLE/EXECUTE

Manually from given window
Automatically after analysis end
Batch dialog

P009/100B 14/05/2025 BASIC OPERATIONS / REPORTS PAGE 36



REPORTS
REPORT SETUP

"Printing method” set separately for each window
* sty files in COMMON folder

0
—" O
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