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Developing a Method
Acquiring of Data
Creating of Calibration

Reporting of Data
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43 BASIC OPERATIONS = DEVELOPING A METHOD

Il DEVELOPING A METHOD

Method Setup Method O *
= a = o
E = A W R & O
Mew  Open.. Save Saveas.. Report setup...  Audit trail... Send method by Help
email...
Commen for all detectors
Method Description
Method for analysis of our samples |
Enable Autostop
g | | Run Time:
Mobile Phase | | -
=
Flow Rate | |
Pressure | |
Detection
| | External Start/Stop
Temperature | |
(@) 5tart Only
Note (O start - Restart
(O start - Stop
Oup 5
(®) Down 2
Event Table | Measurement | Acguisiion Integration Calculation Advanced
Cancel 2 send Method

Fi Instrument 1

Instrument  Method Analysis  Evaluation

© Ready

Setting Window

Help | '

Status:

Ready to start run

>[Ser1t method:

Method |

Far Help, press F1

£l DEMO1

% Administrator
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4 BASIC OPERATIONS - DEVELOPING A METHOD

method in Clarity = set of all instrumental parameters as well as set of processing parameters

method opened in the Method Setup dialog can be sent to hardware and used for new acquisitions

method is stored in method file (*.met) in current project folder

Method Setup Method

B = R W B &

Mew Cpen... ave  Save as Report setup...  Audit trail...

M

Send method by

e-mail...

Help

Common for all detectors

Method Description

Method for analysis of our samples

| Enable Autostop

Sy | | Run Time:
Mobile Phase | |
Flow Rate | |
Pressure | |
Detection | |
External Start/Stop
Temperature | |
(®) Start Only
Mote () start - Restart
() 5tart - Stop
Oup £
(®) Down 3
Event Table | Measuremen t | Acquisiion Integration Calculation Adwvanced

:, Send Method

Fi Instrument 1

Instrument Method Analysis Evaluation Setting Window Help |)_.

€ Ready

Status:

Ready to start run

»[Sent method:

Method |

Far Help, press F1

£ DEMO1

% Administrator
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@ BASIC OPERATIONS - DEVELOPING A METHOD - PROPOSED WORKFLOW

lll Developing a method - proposed workflow

Set Acquisition Parameters

Enter Sample Information

Acquire First Chromatogram

Optimize Automated Integration Parameters in Method

Store Method for Future Analyses
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Accessing of
Method Setup
Dialog

Fi Instrument 1

Instrument

Method

Method Setup Method [m| X Method Setup Method [m| X
— '] . = - .
E=E R E B /B % O E=E R E B /B % |0
New Open Save  Save as Report setup Audit trail Send method by Help New Open Save  Save as Report setup Audit trail Send method by Help
e-mail... e-mail...
Select GC GC1 ~ Enabled
Ci t
Gradient Table urren GC Status...
Time MeOH = ACN Flow OvenfZones  FrontInlet Column 1 FrontDetector Time Table Gradients
[min] (%] (%] | [mijmin] Standby Flow mL fmin Oven Parameters Temperature Zones
1 Initial |~ 75,0 25,0 1,500 On Oven: - . . . -
b Max Equilibration [min
2 5,00 50,0] 50,0 1,500 Time to Standby o el m % {min] m Inj. Front [°C]
Z 25,00 93,0 1,0 1,500 HeatRate Final Temp  Hold Tme | Total Time Inj. Back [*C] 0
Standby Time min [=C fmir] [=C] [min] [min]
. Initial 40 1,50 1,50 Det. Front [°C]
Idle State Det. Back [*C] 50
MecH BACH OPump off Det. Third [C] 50
[mLfmin] [l O Initial
1,5+ lag 2 Det. Fourth [*C] 50
E] (®) Standby [Jon Cryo: Temp [=C] [ Timeout [mir] El
g 109 PR A £1[°C 50
T s 0 2 Initial - Standby [ Guick Coal [ Fault ux #1 [°C]
! ] PostRun:  Time [min] Temp [*C] ljl Aux #£2 [°C] 50
010 T T T T T T T 0
N
Time [min]
e ocendy
Ewvent Table AS LC Gradient LC Measurement Acquisition Thermostat Valves Integration
PDA Method Calculation Advanced | EventTable = GC | Measurement Acquision Integration Calculation Advanced
savers seaveros

Evaluation Setting Window Help ‘L

For Help, press F1

— I ” =" | . ;
1 s (D M :
- u ’ \ |
E
@ Ready »>
Status: Ready to start run
Sent method: Method

5! DEMO1

2 asdministrator

PAGE 6



@ BASIC OPERATIONS - DEVELOPING A METHOD — ACQUISITION PARAMETERS - MEASUREMENT TAB

Method Description

* informative

Autostop & Run Time
External Start/Stop

Method Setup Ethanol in blood O x
= a ;
BE=EH H R % O
Mew  Open.. Save Saveas.. Report setup...  Audit trail... Send method by Help
e-mail...
Common for all detectors
/" Method Description )
| DEMO Example - GC - Autosampler - Ethanol in blood | ( - )
+'| Enable Autostop
Column | db 624-30m-3.0u-0,32d |
Mabile Phase | hydrogen | -
o
Flow Rate | 50 crjfmin |
Pressure | 5.57 psi | \. J/
Detection | FID | )
External Start/Stop
Temperature | Ramped to 225 |
() Start Only
Mote short linear velodty 50 cm/sec (®) Start - Restart
column initial 45 deg| () tart - Sto
rt - Stop
. J
Oup 5
(®) Down 1
L J
EventTable  AS GC | Measurement | Acquisiion Integration Calculation  Advanced
H ok | cancel | '3 Send Method
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@ BASIC OPERATIONS - DEVELOPING A METHOD — ACQUISITION PARAMETERS - ACQUISITION TAB

Critical settings -
they cannot be
modified during
acquisition

Specific for each
detector

,Enabled” checkbox

Method Setup Ethanol in blood O x
— - o
E & H W o & (7
Mew  Open.. Save Saveas.. Report setup...  Audit trail... Send method by Help
e-mail...
Select Detector Detector 2 v || A Enabled |
Detector 1
Det Status...
7330 Digital Signal Setting
Signal Source |Signals R |
Signal Type |Fror1t i e |
Sample Rate |2[] Hz w |
Signal Range | 10000 w |
Det Status Mot Ready (Method has not been sent) From Det
Event Table  AS GC  Measurement | Acquisition | Integration Calculation Advanced
H ok | cancel |23 SendMethod
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@ BASIC OPERATIONS - DEVELOPING A METHOD — ACQUISITION PARAMETERS - ACQUISITION TAB

Look dependent on configured instruments
,Range’ settings

Signal outside of range = loss of chromatographic information

— PAGE 9




@ BASIC OPERATIONS - DEVELOPING A METHOD — ACQUISITION PARAMETERS - ACQUISITION TAB

,Sample rate’ settings

If it is too low, it could lead into insufficient amount of datapoints in peaks
resulting in incorrect results

Selection of correct sample rate in dependent on used HW and current
analytical application

GC detectors - usually approx. 25-50 Hz
LC detectors — according to application and HW parameters

Spectral detectors — according to application and HW parameters

Height 1289 mV Height 1278 mV A\  Low Sample Rate

E— /

e e PAGE 10
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¥4 BASIC OPERATIONS -> DEVELOPING A METHOD -> PROCESSING PARAMETERS - INTEGRATION TAB

Parameters for automatic
integration of
chromatogram =/

Instrument = Method Analysis Evaluation Setting Window Help |J'_.

Fi Instrument 1

E Method Setup...

6 Event Table...
E" Measurement...
ML Acquisition...

Clarity integrates by default

ﬂ Integration...

@ =2 M

all chromatograms O NOME cacutation. 0
automatically using Status: Adanced. <t sequence
parameters stored in “”“”““‘“g s o,
method
If unchanged there are
always applied default
5l DEMOT 2 Administrator

integration parameters

Edit integration table in method: Ethanol in blood

originating from Clarity
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4 BASIC OPERATIONS -> DEVELOPING A METHOD -> PROCESSING PARAMETERS -> INTEGRATION TAB

Integration parameters:

Peak Width, Threshold, Integration Interval etc...

|

Threshold

. J__J\_ J e
= peak width
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2 BASIC OPERATIONS -> CALIBRATION -> CALCULATION TAB

Jll Calculation tab

Fi Instrument 1

Instrument = Method Analysis Evaluation Setting Window Help |J'_.

E Method Setup...

".-“ﬁ Event Table... m L |.E
-
r E’ Measurement... ( M -

ML Acquisition..,

Integration...
© No |§ Calculation... | =
Advanced... =
Status: or start sequence
Sent methodg E GC Contral
&% As Control...

Bl DEMO1 2 Administrator
PAGE 13

Edit Calculation parameters in method: Method




—

Calculation
parameters

* Link the
calibration file
and set the
calculation
method

#2/ BASIC OPERATIONS -> CALIBRATION -> CALCULATION TAB

Method Setup Method

O >
= d - Y
E = A H o S @
Mew Open.. Save Saveas. Report setup...  Audt trail .. Send method by Help
g-mail..
Common for all detectors
Calibration File Scale
Ethanol

(Peak Table) ano | View | []Use Scale Factor

i St { | Mew... | | Clone... | | Mone | Scale Factaor 1

. Integration i L
Calculations |ISTD s | Algn?i thm |a.n » | Units u
Authar rJUﬂE
o Unidentified Peaks
Description EMO Example - Ethanol in blood
Response Base: Area P |
Created Modified Response Factor 0 [Am/Rsp]
Fu.na. 1995 14:20:18 Izz.na.;'_nla 10:06:11
Report in Result Table Calibration Cloning In Sequence
[ ]Hide ISTD Peaks (®) All Peaks | INone] | | N |
() all Identified Peaks
() all Peaks in Calibration
EventTable  AS GC  Measurement Acguisiion Integration | Calculation | Advanced
H ok | cancel '3 Send Method
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4 BASIC OPERATIONS -> ACQUIRING FIRST CHROMATOGRAM - SINGLE ANALYSIS

Fi Instrument 1

Instrument Method Analysis Evaluation 5etting Window Help |4|l'_|L

@ Zd m K
[y Single Analysis
@ No methad |! Method )

e

Status: Feady to send method or start sequence

Sent method: none

B3l DEMO1 2 Administrator

Yiew Single Analysis dialog with method: Method
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@ BASIC OPERATIONS - ACQUIRING FIRST CHROMATOGRAM -> SINGLE ANALYSIS

Sample Information

* Enter the information about
the sample

* Type in the file name. You
can use variables in the file
name by clickingon | p

Single Analysis

Sample ID
Sample

| Batch-2095 |

Sample-#02

Comments
Amount | o | ISTD1 Amount | 0
Dilution | 1 | Ir. Volume [pL] | 15 |
Sample Type | Unknown e | Level 1
Method | Method L] | Edit Methad. .. |
Analysis | Post Run Settings  User Variables
Control
| od  send method | [ 2 Run | Stop [} Abort o] Snapshot
[]use Autosampler vial 1
Chromatogram File Mame (Datal2022-04-21_09-40-52_Batch-#095_Sample-#032)
| %o ~am-%0_YoH-%M-%5_%g_%0) | 3
Enable File Overwrite Counter | 1 Data Recovery... |
[ ox | | cancel Help

PAGE 16
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34} BASIC OPERATIONS - ACQUIRING FIRST CHROMATOGRAM -> SINGLE ANALYSIS

Inject sample i — :
Start data acquisition - e

Dilution | 1 | Inj. Volume [uil]
W t h t h . I Sample Type |Unkncwn v| Level 1
a C e S I g n a [ Method | ] Edit Method...

Method

Enable Autostop

Stop acquisition e

Analysis | Post Run Settings  User Variables

Control
o  Send method 2 R | | Stop [x] Abort i& Snapshot
[TJuse Autosampler vial 1
Chromatogram File Name (Data\2022-04-21_09-40-52_Batch-#095_Sample-#02)
| Y -om-%ho_YeH-%M-%5_%q_%)] | II”:I

[[Enable File Overwrite Counter | 1 Data Recovery...

V ALVE - Instrument 1 - Data Acquisition r_j‘-;-'lj:-1E:-1E:-—|::-5_|::-9—45—E=-3_E=tch—#gS-S;arnple-#lj:-zj Help
L File Analysis Display View Window Help ﬁ ‘ljﬁ L= ﬂ m @
INJECTION B For] 0@} . Ii‘ .| Time From 0 To 5 min | Signal From -10 To 10000 my | Common faor All Signals
ﬁl] Noise: 4,1832mV
Parameters affect only the signal display — DEMO-1
CHROMATOGRAPH 3] —they do not affect data acquisition
START =
INPUT -
E 4
2_
0 T T T T
0 1 2 3 4 5
\. Time [min]
Time: 0,07 min /12,00 min 6654,533 mV | PAGE 17
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{23 BASIC OPERATIONS -> DEVELOPING A METHOD -> PROCESSING PARAMETERS - INTEGRATION OPERATIONS

Optimize
IIntegration
parameters

* For editing use
graphical
interface in the
chromatogram
window

File Edit Display Chromatogram Method Results

= o BAEem

55T View Window Help

e 2

ARG k& M

J

-|.@--------------

mRI] — . . 3 1 1
} i Upt|m|ze glObaI pa rameters — Wine_Sample - UV detector
— Wine_Sample - RI detector
0,8+
0,64
0,4 M O d Ify P kS - g - -
§ = L= o E
= £ 5 u 3 u
0,2-| 2 = - & z
- k
= 00— oo Lt + - e
0 1 }!l 3 4 EI 5] T:'
Time [min]

Integration Table (Wine_Sample - RI detector)

Chromatogram Time A Time B
Operation & [min] [min] Value
Global Peak Width 0,100 min

Global Threshold 0,1000 pRI
Global Filter - Bunching 2
Baseline - Lock 0,158 1,155

f

Modify baseline

i Modify additional integration parameters

Results All Signals Results Summary

\

& @bdi&%‘&ﬂ‘hﬁ??#?B-¢b52-3|‘ti’ﬁ”b‘ﬁi_ka'5.b’b|‘$‘¥h

For Help, press F1

Perfarmance Integration Measurement Conditions

S5T Results

Overlay

-
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{Z3 BASIC OPERATIONS - DEVELOPING A METHOD -> PROCESSING PARAMETERS -> INTEGRATION OPERATIONS

ﬂ,; Instrument 1 - Chromatogram "Wine_Sample - Rl detector” (MODIFIED)

File Edit Display Chromatogram | Method | Results 55T View Window Help ﬁ E m
EAOP A XE Calculation LR s A ,‘Hi v.-EI--------------
m Integration
+ [WRI] Measurement
TA 100+ — Wine_Sample - UV detector
F\ ‘ Save as Template... | — Wine_Sample - RI detector
. WE set Model..
it
‘ﬂ_ 50— Copy from Maodel
‘:& E Copy from Template Method...
= 5 Copy from Chromatogram...
R
m 4% U— __________________________ _—\_—TT_'—_ __________________________ ————
Hn T
ﬂ. o
A
B o]
R
p& llﬂ 1|1 1|2 1|3 1I4 1|5
ﬂ T T " -l—"TIE ¥ r T [mln]
"& Integration Table (Wine_Sample - RI detector) . .
o Growogn o wen | s |, The integration parameters from
Operation ' min min
lobal Peak Width 5 i
bof e e Libown the current chromatogram can be
s Global Filter - Bunching 2
Peak - Start 1,063 -0,165
O | e stat_ LS| 065 stored as part of a method that
Q" Peak - Start 2,800 -0,218 e e, e
i can then be used for acquisition
. of another chromatograms
A
.:_ﬂ;. Results All Signals Results summary Performance Integration Measurement Conditions 55T Results -
1¥ Save the active method as template Overlay
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Z2 BASIC OPERATIONS -> DATA ACQUISITION -> SINGLE ANALYSIS 1/6

Single Analysis O
- Sil l Ie ‘ \I lal SiS e |Eatd1_#ug5
g y Sample | Sample-£02

Comments | | III

. . . Amount |':I | ISTD 1 Amount |:| III
Open Single Analysis dialog E | i ok a1 [ |

Sample Type | Unknawn w | Level 1

Select method & enter sample info

Ei Instrument 1

Method | Method | D | EditMethod... |

Instrument  Method  Analysis  Evaluation Setting Window Help |J'_,

=I ] : -
= ( N |2
Analysis | Post Run Settings  User Variables
i single Analysis
Demal
@& No method sent - | P
= i
Status: Ready to send method or start sequence | :, Sgnd method | » Rur u Stop o .ﬁ.lgort [ ] SﬂapShOt
R M FETE [ ] Use Autosampler Vial 1
Chromatogram File Mame (Data\2022-04-21_09-40-52_Batch-#095_Sample-#02)
| B -%em-Ye0_%eH-%M-%S_%q_%0)| | III
[]Enable File Overwrite Counter | 1 | Data Recovery...
Bl DEMO1 A Administrator I ok I | Cancal Help
View Single Analysis dialog with method: Demai

PAGE 20
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lll Single Analysis

Select default actions after

finished analysis

{22 BASIC OPERATIONS -> DATA ACQUISITION -> SINGLE ANALYSIS 2/6

Single Analysis

f Open Chromatogram Window

[]open calibration Window

[JPrint Results Report Style
[C]Print Results To PDF Analysis
[CJExport Data

[]open Chromatogram with stored Calibration
[Jindude Chromatogram in 5T

Edit...

|:| Export Chromatogram in ALA Format
|:| Expart Chromatogram in TXT Format
[C]Export Chromatogram in EZChrom Ascii Format
[]Export Chromatogram in Multidetector Format

Program to Run [l only with Expart
| |=
Parameters

b Jr

Analysis| Post Run Settings ||User Variables

Control
m Sendmethod | Rurn [ | Stop [ %] Abort

[Juse Autosampler Wial 1

Chromatogram File Mame (Calib\2022-04-21_09-52-36_Batch-#95-Sample-£02)

il Snapshot

| BoY -em-%0_YeH-%aM-%5_%eq-%Q

[ L]

[]Enable File Overwrite Counter 1

[ ok | | cancel

PAGE 21



Y
24 BASIC OPERATIONS -> DATA ACQUISITION - SINGLE ANALYSIS 3/6

lll Single Analysis

Send a method to
instrument

Fi Instrument 1

Method

Instrument

Setting Window Help |)4

Analysis  Evaluation

© Ready

Status: Ready to start run

Sent methad: Methaod

For Help, press F1

5 Administrator

E51 DEMOT

Single Analysis

Sample ID ‘ Batch-#095 |
Sample ‘ Sample-#02 |
Comments ‘ | III
Amount ‘U | ISTD1 Amount |:| |1|
Dilution ‘ 1 | Irij. Volume [pL] | 15 |
Sample Type ‘ Unknown w | Level 1
Method ‘Meﬁmd | I:l | Edit Method... |
Analysis | Post Run Settings  User Variables
Control
| o3 Send method | » Rum | Stop [} Abort i’i Snapshot
[Juse Autosampler Vial 1

Chromatogram File Mame (Datal2022-04-21_09-40-52_Batch-#095_Sample-£02)

| Oo¥-%em-%0_%eH-%M-%5_%q_%0)|

[ L]

[]Enable File Overwrite Counter 1

Cancel

| Data Recovery... |

PAGE 22
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{22 BASIC OPERATIONS -> DATA ACQUISITION -> SINGLE ANALYSIS 4/6

Single Analysis O x
. ° Sample ID | Batch-#35
ingle Analysis -~ =
Comments
EL Instrument 1 | | III
Instrument Method Analysis  Evaluation Setting Window Help | N Amount |0 | ISTD1 Amount I:I Izl
- Dilution | 1 | Inj. Volume [uL]
=/ g X lick th
R Analvsi b o @M Click the SonpiTye  [Fandad ] -
u n n a yS I S ) _ ) ) IcCOn Of Method | Method | =] ] Edit Method...
& Running © 0,24 min /12,00 min
L]
& Wa tC h I tS Status: Acquisition running D a ta
Sent method: Method 1141
Analysis Mode: Single Analysis Acq u ISItlon
p ro g re S S Chromatogram:  2018-10-08_16-58-26_Batch-#95-Sample-#02 Wi N d oW
Injection: Vial: -
sample: Sample-#02 M Post Run Settings  User Variables
Sample ID: Batch-#35 |
Contro
£ DEMO1 2 Administrator
For Help, press F1 m 5end method II > Run |I | | Stop (] Abort i3 Smapshot
[Juse Autosampler Vial 1

Instrument 1 - Data Acquisition (2018-10-08_16-58

5_Batch-#95-Sample-#02)

File Analysis Display View Window Help [ Ed ﬂilﬁ fi m@
ﬁo | | ;' v||i| .| Time From 0 To 5 min | Signal From -10 To 10000 mv |Common for &Il Signals

M MNoiser  2,7551mV

8_
o 6
o
=
g

4_

2_

0 T T T T

0 i 2 3 S
Time [min]

Time: 0,23 min /12,00 min ~ 3321,556 mV

Chromatogram File Mame (Calib\2022-04-21_09-54-558_Batch-#55-Sample-#02)
| %Y-%am-%0_YeH-%6M-%S_%eq-2%0Q

| D[]

[]Enable File Qverwrite

Counter 1 Data Recovery...

Cancel

Start & stop settings of the analysis are
explained in the method development section

PAGE 23
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lll Single Analysis

Running analysis
can be monitored
via mobile device
using Clarity2Go
application

Z3 BASIC OPERATIONS -> DATA ACQUISITION -> SINGLE ANALYSIS 5/6

= Clarity2Go

Unknown instrument
Wrong instrument ID: 7588

My LC

Running

My GC+AS

14:08:30

Waiting for ready to receive... 14:08:29

sSample
Unknown

Runnin e
0,93 min.
File Name

SEQ01030
Sequence Name
First
Sequence Row |
2 of 4

30/1

PAGE 24
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24 BASIC OPERATIONS -> DATA ACQUISITION - SINGLE ANALYSIS 6/6

lll Single Analysis

Display results

Open chromatogram if
not set to open
automatically

Click on Results tab to
display results

Edit integration
parameters, create
groups of peak and/or
similar

Zoom in into graph if
you wish to have a
detailed section of
chromatogram printed
in report

File

A& Instrument 1 - Chromatogram "Data\Wine_Sample - UV detector” - #8; 4. ;
Edit Display Chromatogram Method Results SST  View Window Help B L& AEf@®
O ARE K& fE e Bile N R R R
[aul
— Data\Wine_Sample - UV detector
— Data\Wine_Sample - RI detector
0,8
[}
= Ln
0,6+ & = =
L & = = a —
: = E 2 g =~
o 8 £ b=} —_ o
7 0,4 o = o = =
J= 0 = n ]
== 3] o [=} @ L)
s [Ty = L
= - L o
0,2+ - g ~ =
o E 5
S = il
0,0 T T T e T s T e S e e S e e
T T T T T T T
0 1 2 3 4 5 B
e [min]
Result Table (ESTD - Data\Wine_Sample - UV detector) Common for All Signals
FREL TR Response WnELn LIRS Peak Type Compound Mame Colbration Fie (PeskTa5le) Calauation
[min] [a/ (%] | Wine | |ESTD v|
2 1,063 58,456 0,028 0,9 Ordnr oxalic A o i i
0 th stored calibrati
3 1,703 3808,662 0,246 &1 Ordr  dtric B = osrm s e Integration Algorithm
4 1,917 5486,434 0,440 14,5  Ordr  |tartaric | set... | mome || vew | (80 v
i5 2,800 333,770 1,196 | 57,8  Ordor  |malic : B
3 4,660 2730,333 0,243 8,0 ordnr p—— Report in Result Table Unidentified peaks
10 5,050 2972,322 0,745 246 Ordnr lactic () All Peaks Response Base: @) Area
12 5,847 2304,521 0,185 6,1  Ordr |acetic O) All Identified Peaks OHeight
Total 3,033 100,0 . . .
(®) All Peaks in Calibration
Hide ISTD Peaks Response Factor I:|
Scale Amount [g/l] ISTD1 Amount [gfl]
[use Scale Factor | 0 | | 0 | EI
Scale Factor : Inj. Volume [pL] Dilution
Units ul | 100 | | 1 |
& User Variables
Results All Signals Results summary Performance Integration Measurement Conditions 55T Results -
For Help, press F1 Overlay

BEIPABER | RECCIFEPRRERFEFEFaa3BPPET
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@ BASIC OPERATIONS -> DATA ACQUISITION - SEQUENCE 1/2

Il Sequence

Analyze a large number of samples using an autosampler and the
seguence option

Sequence can be used even when injecting is performed manually

Fi Instrument 1

Status: Ready to send method or start sequence

B3l DEMO1 2 Administrator

View Sequence window for sequence: Demol

PAGE 26
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4} BASIC OPERATIONS -> DATA ACQUISITION = SEQUENCE 2/2

Il Sequence

Enter vial info '~ Enter sample info "~ Select method = Select default actions '~ Check status = Start sequence

Enter Sample ID and File Name Automated actions
Enter injection volumes for Autosampler (if used) after each run

ﬁf-l Instrument 1 - Sequence Demo

Eile Edit Sequence View Window Help A MEE @
B AGD. 9 xXEB& o =.(»p» & B @z
Sample ISTD1 | Sample | Inmj.Vol. File Sample Methiod Report Open
svoOBVIN Sample 1D Sample Amount | Amount | Dilut. [L] Mame Type Lul Mame Style —IET Calib. F
i | 1 1 1MHalocarbons Std_1 0,400 2,000 1,000 5,000 %%Q Standard Demol Calibration [] [] []
2 2 2 1/Hslocarbons  (5td 2 1,000 2,000 1,000 5,000 %0 Standard Demol Calibration [] [] []
3 3 3 1lHslocarbons |5td 3 3,000 2,000 1,000 5,000 %0 Standard Demol Calibration [] [] []
4 4 4 1/Hslocarbons (5td 4 5,000 2,000 1,000 5,000 %0 Standard Demol Calibration [] []
5 5 8  2[Halocarbons  Sample 5,000 2,000 1,000 5,000 %0 wial ...  Unknown Demol [nstrument [] []
& L] L] L]
For Help, press F1 Single Analysis: Mo method sent - Ready to send method or start sequence Vial: 1 /Inj.s 1
Status Start Vial, End Vial Select a method
Ready or and number of

with errors injections per Vial PAGE 27



@ BASIC OPERATIONS - CALIBRATION

Il Creating a calibration

Calibration is stored in calibration file

Allows us to identify a component and determine its amount in a
sample by relating Retention Time (RT) & Compound Name and
Response (Area or Height) & Amount

Acquire First Chromatogram
Optimize Automated Integration Parameters in Method

Store Method for Future Analyses

PAGE 28



File Edit Display Chromatogram Method Results S5T  View Window Help i L= M
EBHOE BHia® K; @ }'@vﬂ."i'ﬂ, - ,IE-I------------
M
A
+A ! U]_
£ — Wine_Sample - UV detector
Iﬂ ﬂ — Wine_Sample - RI detector
' 0,3-{* >
ﬁ [
- (=]
= L
FAY o, 06 S = =]
M g e E o = .
- (] — (%] w —
R E 2 £ = - o
% o+ 5 g B = 2
- o L =]
.\lé' i T = ] ":'
N U o L } w
— = -
A 0,2+ - = ™~ = ol
5 =]
A o8 8 G
A S = | - il
5 0,0 e [ [ — T TTTTTTT | L E [ """
m T T T T T T T
0 1 2 3 o 5 B 7
o0 Time [mir]
A Result Table (ESTD - Wine_Sample - UV detector) Common for All Signals -
Ly Reten.Time = Amount  Amount% = Compound Ll Teis T s Calculation
N [min] e o/l [%] ¥Pe Name | Wine ESTD v
2 1,063 53,456 0,028 0,9 Ordnr onalic ) . ) )
A 3 3808,662 8,1 Ordnr |ditric [L]0Open with stored calibration Integration Algarithm
M| 4 R4RA,.474 14,5 Ordnr_tactaci Set... Mone View 8.0 w
A5 37,8 Ordm . o
Mg 8,0 Qrdnr — Report in Result Table Unidentified peaks
O, 10 246 Crdnr () all Peaks Response Base: (®) Area
Q| 2 61 _0rd () All Identified Peaks (O Height
of = (®) all Peaks in Calibration
Hide ISTD Peaks Response Factor III
1%
ﬂ Results All Signals Results Summary Performance Integration Measurement Conditions 55T Results -
1% ForHelp, press F1 Owverlay PAGE 29




@ BASIC OPERATIONS —> CALIBRATION - CREATING A CALIBRATION FILE

Acquire chromatograms from known Standards
Set Calibration Options
Add Levels

Open
Standard

Add Peaks

Enter Compounds’

Names
(15t time only)

Save Calibration File

Link to Chromatogram
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@ BASIC OPERATIONS - CALIBRATION —> CREATING A CALIBRATION FILE -> ACQUIRE STANDARDS

Il Acquire Standards

Acquire chromatograms of standards containing known compounds with
know amounts

Each standard will add a new point or ,Level’

to the calibration curve of each compound

The calibration relates detector response to the
amount of compound {
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—

Calibration

e Automatic — add all peaks at
once

 Manual — necessary to add peaks
one by one

Units — units’ name for result tables
Display Mode — ESTD/ISTD

* Related to a proper selection
calculations

Mode

e Automatic — add new levels

* Recalibrate — for recalibrating
selected level

{23 BASIC OPERATIONS -> CALIBRATION —> CREATING A CALIBRATION FILE - ACQUIRE STANDARDS

Calibration Options (Calib\Wine)

Calibration Options  Defaults

Calibration Description: Display Mode
IEX H form, 3 mM H2504, 0,5 ml/min |Esm
Mumber of Signals | 2 w |
Calibration Mode Curve Check
(®) Automatic (®) Calibrate []Deviation
() Manual () Recalibrate a oy,
Apply on Recalibration [ carrelation
(@) on all signals (@) Replace 0
() On Active Signal () Average
Compound Units No. of Points
g/l 10
[]recalibration Search Criteria 1 B
Enable Manual Response Value Change
Update Retention Time
[] pefault Injected Volume 0 L
Retention Indexes use Log. Interpolation with Unretained Peak
|:| Response Factor as Response [/ Amount
| ok | cancel | Heb
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4} BASIC OPERATIONS - CALIBRATION —> CREATING A CALIBRATION FILE - ADD LEVELS

Open chromatogram of a standard

L instrument 1 - Calibration mycal <-- ISTD

File Edit Display Calibration View Window Help A Al
E = (=% k. - A8 RIRFK 1+ Automatic - Calibration - RIE g IEI
Calibration Summary Table (ISTD - mycal - Sianal 1)
Compourd Reten. Left Right Mamed Is  Use Peak Response | Resp. Level 1
e Mame Time Window = Window FE3K TYPE Groups ISTD | ISTD | Color LOD | LOQ Base Factor |Response | Amount |Resp. Fact| RecMo.
| instrument 1 - Calibration mycal <-- ISTD D J
File Edit Display Calibration View Window Help [AEL Al @3
. = @ @ I§| - - j-f?, 1 7 Automatic
Calibration Summary Table (ISTD - mycal - Signal 1)
Used TR wiagow [PeakTie| (ool | 5 | 1 | | o0 [ 100 R
]
Chromatogram: 5td 1, Linked Calibration: <None=
— Calib\5td 1
wo
o
=
[
(3]
- L o
[ ]
50- - T - h
] a ] A
oo @
i, | o Ml
- - o - -
c 0 I [
ompounds
T T T T T T
For Help, press F1 0 2 4 3 12
T [mmin]
Compounds -
Faor Help, press F1
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Z3 BASIC OPERATIONS —> CALIBRATION -> CREATING A CALIBRATION FILE - ADD LEVELS

Add peaks chromatogram to Calibration Summary Table

LZ Instrument 1 - Calibration mycal <-- ISTD (MODIFIED)

File Edit Display Calibration View Window Help A Al
EEHd &0 ike. - AR RRIR T * Automatic - Calibration - ra| = IEI
Calibration Summary Table (ISTD - mycal - Signal 1)
L Instrument 1 - Calibration mycal <-- ISTD _ ( Used Compaunid Reten, Led'Ft R:ig;t Peak Type MNamed Is Use Pelak LoD | LOQ Response = Resp. Level 1 \
File Edit Display Calibraion View Window Help [AEL Al @ MName Time Window | Window Groups | ISTD | ISTD | Color Base Factor Response = Amount Resp, Fact Rec Mo,
E= =) GBS . , RERR 1 * avtomatic - of[| 1 Pesk 3,690 3,690 | 0,200 min | 0,200 min  Ordnr Mo 0,000 0,000 A 0,0000 28,5633 0,000 0,0000 1| o]
Calibration Summary Table (ISTD - mycal - Signal 1) 2 Peak 4,020 4,020 0,200 min | 0,200 min Ordnr Mo 0,000 0,000 A 0,0000 79,5456 0,000 0,0000 1| e
Used Compound Reten. \Teﬂ R_Jght Peak Type Mamed Is | Use |Peak LoD | Log Response = Resp. 3 Peak4,33? 4;33? U;.ZDU min 0,20':' min | Qrdnr Mo U,UUU U,UUU A U,UUUU 28?,4584 U;UUU 0,0000 1;
- Name puonc B Ve dow] Widow Siovps ) =T freTp) coler Base | Factorl f 4 Peak 5,930 5,930 | 0,200 min | 0,200 min Crdnr Mo 0,000 0,000 A 0,0000 25,4551 0,000 0,0000 =
5 Peak 6,827 6,327 0,200 min 0,200 min |Ordnr Mo 0,000 | 0,000 A 0,0000  158,0919 0,000 0,0000 1]j=]
& Peak 7,080 7,080 | 0,200 min | 0,200 min |Crdnr Mo 0,000 | 0,000 A 0,0000  678,5632 0,000 0,0000 1[j=]
7 Peak 9,533 9,533 | 0,200 min | 0,200 min Ordnr Mo 0,000 0,000 A 0,0000 153,8191 0,000 0,0000 I
8 Pesk 9,897 9,897 | 0,200 min | 0,200 min  Ordrr Mo 0,000 0,000 A 0,0000  138,2215 0,000 0,0000 1| o]
. —/
- Chromatogram: [\ 1, Linked Calibration: <None> [mV] Chromatogram: Std 1, Linked Calibration: <MNone:=
200+
200+ — Calib\Std 1
150+
s 3 150+
= 1004 ~
;°. [ wo
o ﬁ__ u o
50+ - - - [=1}
g . & 100 —
N oF ~ m‘l § e
T ‘ T I T T E ~ =
o 2 4 [ 8 [a'} i
Time EU— — -+ - fwm1 unl
Compounds g ™M m o
- a
For Help, press F1 T3]
0 If.xl A |
T T T T T T
i) 2 4 ] 8 12
Time [min]
Compounds Peak 3,690 Peak 4,020 Peak 4,337 Peak 5,930 Peak 6,827 Peak 7,080 Peak 9,533 Peak 9,897 -
For Help, press F1
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3} BASIC OPERATIONS -> CALIBRATION -> CREATING A CALIBRATION FILE > ADD LEVELS

Edit generic names of Compounds (necessary once only)

LZ Instrument 1 - Calibration mycal <—- ISTD (MODIFIED)

File Edit Display Calibration View Window Help B MM
EEA O Bad. <XEE 9 AR RERER 1 2 astomatic - Calibration - RIF 2| [m]
Calibration Summary Table (ISTD - mycal - Signal 1)
Compound Reten,. Left Right Mamed I=  Use Peak Response | Resp. Level 1
e MName Time Window | Window Peak Type Groups ISTD | ISTD | Color sha =LA Base Factor Response | Amount Resp.Fact RecMa.
2 instrument 1 - Calibration mycal <-- ISTD (MODIFIED) 1 Chloroform 3,690 | 0,200 min | 0,200 min Ordnr Mo 0,000 0,000 A 0,0000 28,5633 0,000 10,0000 1 [ =]
File Edit Display Calibration View Window Help [ EL AL [} p Trichloroethan 4,020 | 0,200 min | 0,200 min Ordnr Mo 0,000 0,000 A 0,0000 79,5456 0,000 | 0,0000 1| e |
EEHEO @mm. JRRRRR ¥| | Tetrachlorm... 4,337 0,200 min | 0,200 min Ordnr Mo 0,000 | 0,000 A 0,0000 | 287,4584 0,000 0,000 1
& RS T e Trichloroeth. .. 5,930 | 0,200 min | 0,200 min Ordnr Mo 0,000 | 0,000 A 0,0000 25,4551 0,000 0,0000 =
Compound || Reten. Left Right Named Respon{ 3 Bromodichlar. .. 6,827 | 0,200 min | 0,200 min Ordnr MNo 0,000 0,000 A 0,0000 | 158,0919 0,000 0,0000 1 e
Y teme  Tme  window | window PETPE oy 5=l ¢ | [w]|15TD 7,080 0,200 min | 0,200 min Crd N 0,000 | 0,000 A 0,0000 678,5632| 0,000 0,000 1]
1 Peak 3,690 3,690 0,200 min | 0,200 min | Qe 0,000 0,000 A r . min | fmin | Lirdnr o ! r - ! ! ! s
2 Peak 4,020 4,020 0,200 mi_ No 0,000 0,000 A 7 Tetrachloroe. .. 9,533 | 0,200 min | 0,200 min Ordnr Mo 0,000 0,000 A 0,0000| 153,8191 0,000 0,0000 1 e
3 Peak 4,337 4,3 a w00 Ord M 0,000 0,000 A il H i
: PZ:k T2 LT 0‘200::: o:d:: N: 0000 0,000 1A 8 Dibromochlo... 9,837 0,200 min | 0,200 min Ordnr Mo 0,000 | 0,000 A 0,0000 | 1358,2215 0,000 0,0000 1 e |
5 Peak 6,827 6,827 0,200min 0,200 min Ordnr Mo 0,000 0,000 A |:| |
3 Peak 7,080 7,080 0,200 min 0,200 min Ordnr No 0,000 0,000 A
7 Peak 3,533 9,533 0,200 min 0,200 min Ordnr No 0,000 0,000 A
8 Peak 9,897 5,897 0,200 min 0,200 min |Ordnr No 0,000 0,000 A [mV] Chromatogram: 5td 1, Linked Calibration: <Mone=
S 200+ — calib\std 1
[mv] Chromatogram: Std 1, Linked Calibration: <Mone>
200+
1504 150+
o o
;E" 100 2 = =
E B 1004 —
[=]
50-] = M
M~
- =
0 - T 50+ - o - - ﬂ a
T T T = (] @« o
0 2 4 & - T
Time L
Compounds Peak 3,690 Peak 4,020 Peak 4,337 Peak 5,930 Peak 6,827 Peak 7,080 Peak 9| 0 rﬂLI I - -- I
For Help, press F1
T T T T T T
0 2 = B 8 10 12
Time [rnin]
Compounds Chloroform Trichloroethane Tetrachlormethane Trichloroethylene EBromodichloroethane I5TD Tetrachloroethylene =
Far Help, press F1
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4 BASIC OPERATIONS -> CALIBRATION > CREATING A CALIBRATION FILE -> ADD LEVELS

Enter amounts in Amount column (necessary to repeat for each calibration level)

L# instrument 1 - calibration mycal <

File Edit Display Calibration View Window Helg
EER =0 AGE. XE O - catbation  ~ RIE % (m]
Tezd Compound Reten. Left Right pe: Resp. Loyl 1
== Name Time Window | Window "o Factor Amount RBep, Fact  RecNo.
i Chloroform 3,690 | 0,200 min | 0,200 min | Ore 0,0000 28,56 0,000 0,0 1o
2 Trichloroethan 4,020 | 0,200 min | 0,200 min | Orc 0,0000 79,54 0,000 L -
3 Tetrachlorm... 4,337 | 0,200 min | 0,200 min | Ore 0,0000 287,4 0,000 1
4 Trichloroeth. .. 5,930 0,200 min | 0,200 min Orc 0,0000 25,45 0,000
5 Bromedichlor... 6,827 | 0,200 min | 0,200 min Ore 0,0000 158,09 0,000
6 1IsTD 7,080 | 0,200 min | 0,200 min |Cre 0,0000 678,56 0,000
7 Tetrachloroe... 9,533 | 0,200 min | 0,200 min COrc 0,0000 1538191 0,000 1
3 Dibromochlo. .. 9,897 | 0,200 min | 0,200 min | Orc 0,0000 138,22 0,000 Lﬂ
[
[m¥]
e — Calib\Std 1
150
o
=
2 100
=]
=
~ @
50 - G g
€ o o
N A A
‘ IARTA
0 T 't
T T T
1) 2 10 12
[min]
Compounds Chlaroform Trichloroethane Te hane ISTD Tetrachloroethyiene | ]

For Help, press F1

L instrument 1 - Calibration mycal <-- ISTD (M

ODIFIED)

File Edit Display Calibration View Window Help A Al
EEHA E0 ieg. XEEH © < AEERIRIK T - Automatic - Calibration - RIE }:IEI
Calibration Summary Table (ISTD - mycal - Sianal 1)
Compourd Reten. Left Right Mamed Is  Use Peak Response | Resp. Fayvel 1
e Mame Time Window = Window FE3K TYPE Groups ISTD | ISTD | Color LOD | LOQ Base Factor |Responsd | Amount |Resp. Fact| RecMo.
1 Chlaroform 3,690 | 0,200 min | 0,200 min Ordnr Na 0,000 0,000 A 0,0000| 28,563] 0,400] 0,0140 1] ]|
2 Trichloroethan 4,020 | 0,200 min | 0,200 min | Ordnr Mo 0,000 | 0,000 A 0,0000 | 79,545 0,400 || ©0,0050 1=
3 Tetrachlorm. .. 4,337 0,200 min | 0,200 min |Ordnr Mo 0,000 0,000 A 0,0000 | 28/R,455 0,400 0,0014 1 e |
4 Trichloroeth. .. 5,930 | 0,200 min | 0,200 min Ordnr Mo 0,000 4 ] & 0,400 0,0157 1| e |
5 Bromaodichlor. .. 6,827 0,200 min 0,200 min Ordnr : UREERY- 0,0000 158,091 0,400 0,0025 I
& I5TD 7 0,000 | 0,000 A 0,0000 | 678,563 2,000 | 0,0023 1L |
0,200 min | Crdnr Mo 0,000 0,000 A 0,0000| 153,819 0,400 0,0025 1 e
Dibramachla. .. 9,897 | 0,200 min | 0,200 min Ordnr Nao 0,000 0,000 A 0,0000 | 138,221 0,400 || 0,0029 1] |
[mv] Chromatogram: 5td 1, Linked Calibration: <None=
200+ — Calib\5td 1
150
wo
o o
(=}
& 1004 ~
= ™
- F- w
[ ]
50 -~ T - =
] £ @ ol
- @
iy |
o I-r:u i
T T T T T T
i] 2 4 & g 12
Time [mir]
Compounds Chloroform Trichloraoethane Tetrachlormethane Trichloraethylene Eromodichloroethane I5TD Tetrachlaroethylene -
Faor Help, press F1
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[%] BASIC OPERATIONS - CALIBRATION —> CREATING A CALIBRATION FILE -> ADD LEVELS

Repeat this process of adding peaks from standards on multiple levels to
build up a multilevel mutipointy calibration

Similarly repeat this process on a single level to build up a calibration with
replicated/repeated injections of the same standard

L Instrument 1 - Calibration mycal <-- ISTD (MODIFIED)

File Edit Display Calibration View Window Help B A
g " . —] [ ] °
EEA =0 fee. <xuE -Iheneﬁiﬂ.iﬁlz : Automatic  ~ Calibration - IR Wlth Such Settln Of
Calibration Summary Table (ISTD - mycal - Signal 1)
Compound Reten. Left Right Named Is  Use Pesk Response | Resp. Level 2
Used Mame Time Window | Window Peak Type Groups ISTD | ISTD | Color LGD | Lo Base Factor | Response | Amount Resp. Fact| RecNo. M -
1 Chloroform 3,697 | 0,200 min | 0,200 min | Ordnr No 0,000 | 0,000 A 00000 57,2335[ __0,000] 0,000 = Ca I ra I O n e
2 Trichloroethan 4,037 | 0,200 min | 0,200 min Ordnr Mo 0,000 0,000 A 0,0000 | 188,1780 0,000 0,0000 ld
3 Tetrachlorm... 4,360 | 0,200 min | 0,200 min Ordnr Mo 0,000 0,000 A 0,0000 | 724,2995 0,000 0,0000 lj .
4 Trichloroeth... 5,943 | 0,200 min | 0,200 min Ordnr No 0,000 | 0,000 A 0,0000) 61,8019 0,000 0,0000 1 [
5 Bromodichlor. .. 6,843 0,200 min | 0,200 min | Crdnr Mo 0,000 0,000 A 0,0000 384,4783 0,000 0,0000 lj p e a S WI e a e
5 ISTD 7,090 | 0,200 min | 0,200 min | Ordnr MNo 0,000 | 0,000 A 0,0000 | 624,1404 0,000 0,000 1 [
7 Tetrachloree. .. 9,547 | 0,200 min | 0,200 min Ordnr Mo 0,000 0,000 A 0,0000 357,1732 0,000 0,0000 lj
8 | [v| Dibromochlo... 9,907 | 0,200 min | 0,200 min | Ordnr Mo 0,000 | 0,000 A 0,0000| 334,0242 0,000 0,0000 1 ]
O = to next empty leve
[mv] Chromatogram: Std 2, Linked Calibration: <Mone>
— Calib\Std 2 N I ° .
i ew calibration
w L ]
L]
g o] -g - level is then created
% ~
= & -
= o o .
§ : A thi
; S way
o
u
I N I S 4 A
0 I [ I
T T T T T T
1] 2 55 [ 3 10 12
Tim [min]
Compounds Chloroform Trichloroethane Tetrachlormethane Trichloroethylene Bromodichloroethane ISTD Tetrachloroethylene =
For Help, press F1 PAG E 37




&y

File Edit Display Calibration View Window Hep [NEL A4 O M @
B | E0 BEE. [ x<& (D L BB RRIR T T avomatc - Cabmton < omANsignals - R [m]
Calibration Summary Table: (ISTD - Demo1 - Signal 1)
Reten. | Left Right | Pesk  Named Pezk Response Resp. Level 1
Used | Compound Name Tme | Window \Window Type Groups S0 UseISTD o LOD LOQ Factor | Response | Amount |Resp. Fact] Recio.
1 [Chlaroform 3,717, 0,200min 0,200 min Ordnr None ISTD 0,000 0,000 A 0,0000) 28,532  0,400] 0,014 1=
2 Trichloroethane 4,053 0,200min_ 0,200 min Ordr None |ISTD 0,000 0,000 A 0,0000| 79,4483 0,400| 0,0050 =]
3 Tetrachlormethane 4,387 0,200 min 0,200 min Ordnr None |ISTD 0,000 0,000 A 0,0000| 237,5541 0,400 0,0014 1=
4 Trichoroethylene 5,960 | 0,200 min 0,200 min Ordnr Nore |1STD 0,000 0,000 A 0,0000| 254551 0,400 0,0157 [
5 Bromedichlorasthane 6,870 0,200min_ 0,200min Ordnr None |ISTD 0,000 0,000 A 0,0000] 155,0313|  Q,400| 10,0025 1]
3 1sTD 7,107 0,200min 0,200 min Ordr ISTD1 0,000 0,000 A 0,0000) 678,5633  2,000| 0,0029 =]
7 Tetrachloroethylene 8,567 0,200 min 0,200 min Ordr None |ISTD 0,000 0,000 A 0,0000| 153,151 0,400 0,002 1=
8 Dibromochloromethane | 9,30 0,200 min 0,200 min Ordnr Nore |1STD 0,000 0,000 A 0,0000| 135,2215 0,400 0,002% 1]
O el
- a Sample_Vial_3-1, Linked Calibration: <None>
— sample_vial_9-1
150
@ o 0
2 s 2
& -
100+
s
s
]
50
- o om =
o P o
T T T T
0 2 4 3 8 10
e y  [mnl
Compounds I\ Chloreform 1STD Dil I -

For Help, press F1

Click on the tabs to see
calibration curve for each

/ N\

compound

ment 1 -

For Help, press F1

Compounds Chloroform Trichloroethane

File Edit Display Calibration View Window Help BE MAAE®
H @. E| v| - 17 Automatic - Calibration - on All Signals h ,Q 'z] - lil
Response | Amount | Resp. & Chloroform - 3,717 min, Signal 1
[mv.s] ful Factor RecMo. | Used t i
i 28,5632 0,4000 0,0140
2 57,2335 1,0000 0,0175
3 | 155,1249 23,0000 0,0193
4 | 247,6095 5,0000 0,0202 0,4
5 0,0000 0,0000 0,0000 2 !
Identification +
Peak Type |Drdnr ~ |
Retention Time | 3,717 | min
Search Window |Abs ~ |
Peak Selection | Nearest b |
Quantification o
Response Base |Area ~ | g +
(=%
IsISTD |None ~|| 2
Use ISTD |15TD v| a
w
Curve Fit Type |Linear V| o 0,24
@
=
Origin |Cur\re passes through Origin ~ | é
L
Weighting Method |None V| =
Linearization X |None ~ |
Linearization |None E |
Correction Factor | 1 |
Calculate By | - |
0,1
. +
Calibration Curve
Correlation Factor: 0,9972526 |
Residuum: 0,01315 |
Equation: ¥ =0,15668%K +
010 T T T T T
0,0 0,5 1,0 1,5 2,0 2,5
Amount / ISTD1 Amount

Tetrachlormethane

Trichloroethylene

Bromodichloroethane ISTD Tetrachloroethylene

Dibromochloromethane

-

Set options for the calibration curve of individual compound
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BASIC OPERATIONS - CALIBRATION - CREATING A CALIBRATION FILE - SAVING OF A CALIBRATION

L Instrument 1 - Calibration Calib\Demao1 <-- ISTD (M

Eile Edit Display Calibration View Window Help A MOOED®
E i =] BRE. <K ) < AR RSRI 1 T Automatic * Calibration ~ on All Signals - RIE. li‘
Calibration Summary Table {ISTD - Calib\Demo1 - Signal 1)
Reten. Left Right Peak = Mamed Peak Response | Manual Level 1
Uss s Time | Window @ Window — Type | Groups SISO [Use ISTD | ¢y | LOD LOQ | page Resp. Factor Response | Amount Resp. Fact  RecMo.
1 Chlorofarm 3,717 | 0,200 min | 0,200 min Ordnr Mone I5TD 0,000 0,000 | A 0,0000 28,5632 0,400 10,0140 1/1 =]
2 richloroethane 4,053 0,200 min | 0,200 min Ordnr MNone ISTD 0,000 0,000 A 0,0000 | 79,4459 0,400 0,0050 11| e |
3 etrachlormethane 4,387 | 0,200 min | 0,200 min Ordnr Mone ISTD 0,000 0,000 | A 0,0000 | 287,5541 0,400 00014 1/1 =]
5 richloroethylene 5,960 0,200 min | 0,200 min | Ordnr MNone ISTD 0,000 0,000 A 0,0000 | 25,4551 0,400 0,0157 11| e |
5 romodichloroethane 6,870 0,200 min | 0,200 min | Ordnr Mone ISTD 0,000 0,000 A 0,0000  158,0919 0,400 0,0025 11| o |
B 7,107 0,200 min | 0,200 min  Ordnr ISTD1 0,000 0,000 A 0,0000 | 678,5633 2,000 0,0029 11| e |
7 etrachlorosthylens 9,567 | 0,200 min | 0,200 min Ordnr Mone I5TD 0,000 0,000 | A 0,0000 | 153,8191 0,400 0,0028 1/1 =]
& ibromochloromethane | 9,930 | 0,200 min | 0,200 min | Qrdnr Mone I5TD 0,000 0,000 A 0,0000  138,2215 0,400 0,0029 11 (=1
L] |
[mv] Chromatogram: Sample_Vial_9-1, Linked Calibration: <Mone =
— Data\Sample_Vial 9-1
Click on th
ick on the
. > N =
Icon to save 2 2
P I~ [l 0
) g =
[ ] [] =
= th librat ]
e calibration i
= [
=
50— .
—_ T ﬁ_ - =
& 7 g 2 2
0 = - | It -
—r;c_l__-a-_'—_\-.-.l./_\ I £ T T I, r
T T T T T T
0 2 5 [ 3 10 12
T [min]
Compounds Chloraform Trichloroethane Tetrachlormethane Trichloroethylene Bromodichloroethane ISTD Tetrachloroethylene Dibromochloromethane -
For Help, press F1
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4 BASIC OPERATIONS - CALIBRATION - LINKING TO CHROMATOGRAM

File Edit Display Chromatogram Method Results S5T View Window Help A LZE4 m @
H oOE BED F@). fo 45%& . 44 r b [H=============|Fle Edit Display Chromatogram Method Results 55T View Window Help A L= Afe
ﬁ[m‘d] = QOF BARs *@,m&-::& 'qup{,li‘---------------
— Daif
Y
in = A
A A - = o
A @ — Data\Sample_Vial_8-1
5y a0 A/ 5 z 2
Ly A £ 5 5
Lk 4 a0+ o g E 3
v A 2 g 5
n o oe : £ > z 5 =
n g2 s A . z g g s 3
o B — I o
i e ny c % £
) 0 7 K =] E = g
o0
A E 2 =
A Result Table (Uncal - Data\sample_vial_8-1) Common for All Signals '\6 = ™ S
I Reten. Time Area Height Area Height wos P e Calauk 0 o m T g ;
fmin] mv.s] mv] [] [] [min] {Nanc) Uncal o =
Af 0,580 3,217 2,335 0,1 0,7 0,02 | o | - 5 - b mi o ur
2l 2 0,940 1,451 0,714 0,1 0,2 0,03 ey Integr 7AY a —_
3 1,380 32,441 2,595 13 0,8 0,16 None View E - =] I I
i I 1,650 30,590 4,03 12 1,3 0,09 m -------- A
Al 5 3,650 56,395 8,050 23 2,5 0,11 Report in Result Table Unidentified peak
; 3 3,980 168,816 20,719 63 6,4 0,13 All peaks Response Base:| T T T T T T
7 4,300 615,509 72,408 24,7 22,5 0,14
¥ 5,887 51,429 7,528 2,5 2.3 0,13 e N 0 2 4 6 8 10 12
5 e P e e o All Peaks in Caiibration Time [min]
bY| T 7,040 575,336 71,065 23,1 22,0 0,12 Hide ISTD Peaks Response Facto ’&
TE E :::g i;:jg;: :Z:iz ﬁi ﬁz gﬁ Scale f— ; A Result Table (ISTD - Data\Sample_Vial_8-1) N | - Common for All Signals
7 Total 248,302 322,524 100,0 100,0 SGf::;f Factor : I: Reten, Time Amount Amount®h Calibration File (Peak Table) Calculation
S Inj. Volume [1i] . Response Peak Type Compound Name
2 T G I L S [pemot BEE 7]
ki = Al 1 0,580 3,217 0,000 0,0
™ ) L ) )
w5 © User Variabies 3 01940 11451 01000 010 [] open with stored calibration Integration Algorithm
A Resuts [AliSignahResuls  Summay  Performance integration | Misasurement Condifions | S5T Results A 3 1,330 32,441 0,000 0,0 | EEE-- I | Mone | | View | |B.0 ~ |
4% For Help, press F1 i 1,650 30,580 0,000 0,0 : —
Al s 3,650 56,335 1,251 14,5 Ordnr (by 15T Chloroform Reportin Result Table Unidentified peaks
S | I . . f. I ; 5 3,980 168,916 1,222 14,1 Ordnr (by IST Trichloroethane @ Al peaks Response Base: (@) Area
7 4,300 515,509 1,268 14,7 Ordnr {by IST Tetrachlormethane Al Tdenti .
entified Peaks Height
e e Ct a C a I b ra t I O n I e to [ (i 5,887 51,429 1,234 14,3 Ordnr (by IST Trichloraethylene 8AII beste i Caibrat L
3 6,730 338,621 1,202 13,3 Ordnr (by IST Bromodichloroethane FEEEI0g el
. M| 1 7,040 575,336 15D ISTD | ISTD1 151D [tide 15TD Peaks Respanse Factor Ijl
I n to t e C ro m a to ra r r \ Pl 3,500 314,014 1,261 14,6 Ordnr (by 15T Tetrachloroethylene |
il [EE2 3,360 290,385 1,210 14,0 Ordnr {by IST Dibromochloromethane e Amount [ul] ISTD1 Amount [ul]
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