Recommended Protocols for
Enhanced Matrix Removal - Lipid

Technical Overview

Introduction

QuEChERS and protein precipitation are widely accepted and adopted sample prep
methods in the food market as well as many others. Removal of lipids is highly
desirable as they diminish method performance and instrument lifetime by introduc-
ing interferences, depositing in the analytical flow path, and causing matrix effects
in mass spectrometry.

The need for lipid removal is well understood, but current methods often sacrifice
analyte recovery, removing some of your target analytes along with the lipids.

Now, you do not have to choose between lipid removal and analyte recovery,
because Bond Elut QuEChERS Enhanced Matrix Removal-Lipid delivers the most
complete lipid removal and analyte recovery of any sample prep product.

Enhanced Matrix Removal-Lipid (EMR-Lipid), unlike any other type of sample prep, is
a unique sorbent that selectively removes lipids in complex matrices, so you can
remove lipids without losing your analytes.

In addition, EMR-Lipid uses a convenient dispersive solid phase extraction (dSPE)
format, allowing you to simply drop it into your current sample preparation workflow.
The innovative EMR-Lipid technology efficiently removes lipids from a wide range of
samples using a single sorbent material, regardless of the sample fat content.

Standard protocols will eliminate the need for extensive method development
previously needed to handle samples with fatty matrices. Predefined protocols also
lessen the need for rigorous training and documentation, reducing complexity and
streamlining lab productivity to reduce operating costs.
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QuEChERS-EMR Protocol for Multiresidue Analysis of
Pesticides in Avocado

l Accurately weigh 15 g of comminuted avocado sample into a 50-mL centrifuge tube. ‘

)

l Spike IS and STD into QC samples, and IS into all samples except matrix blank. Vortex. ‘

)

l Add 15 mL of 1% acetic acid in acetonitrile (ACN), and AOAC QuEChERS extraction kit. ‘

l Cap and shake vigorously on a mechanical shaker for 2 minutes. ‘

)

l Centrifuge at 5,000 rpm for 5 minutes. ‘

!

l Add 5 mL of water, and then 5 mL of upper ACN extract into EMR dSPE 15 mL tube. ‘

|

l Vortex and centrifuge. ‘

:

l Transfer 5 mL of supernatant to an EMR polish tube. ‘

!

l Vortex, centrifuge, and transfer the upper ACN layer to another vial. ‘

!

l Post-spike STD and IS into matrix blank to make matrix-matched calibration standards. ‘

1
!

Combine 200 pL of the above ACN extract
and 800 pL of water into a sample vial.
Vortex and centrifuge if needed.

!

Samples are ready for GC/MS or GC/MS/MS analysis. ‘ l Samples are ready for LC/MS or LC/MS/MS analysis.




EMR Modified Protocol for Analysis of PAHs in Salmon

l Accurately weigh 5 g of comminuted salmon sample into a 50-mL centrifuge tube. ‘

.

l Spike IS and STD into QC samples, and IS into all samples except matrix blanks. Vortex. ‘

!

| Add 10 mL of ACN. |

'

l Cap and shake vigorously on a mechanical shaker for 2 minutes. ‘

!

l Centrifuge at 5,000 rpm for 5 minutes. ‘

| Transfer 8 mL of ACN extract to EMR dSPE 15-mL tubes. |

.

l Vortex and centrifuge. ‘

.

l Transfer 5 mL of supernatant to an EMR polish tube. ‘

!

l Vortex, centrifuge, and transfer the upper ACN layer to another vial. ‘

l Post-spike STD and IS into matrix blank to make matrix-matched calibration standards. ‘

!

l Samples are ready for GC/MS analysis. ‘




PPT-EMR Protocol for Multiresidue Analysis of Vet Drugs
in Bovine Liver

l Accurately weigh 2 g of comminuted bovine liver sample into a 50-mL centrifuge tube. ‘

!

l Spike IS and STD into QC samples, and IS into all samples except matrix blanks. Vortex. ‘

!

| Add 10 mL of 5% formic acid in ACN. |

‘

l Cap and shake vigorously on a mechanical shaker for 2 minutes. ‘

)

l Centrifuge at 5,000 rpm for 5 minutes. ‘

Transfer 5 mL of the upper ACN extract and 5 mL of 5 mM ammonium acetate buffer
to 15-mL EMR dSPE tubes

.

l Vortex and centrifuge. ‘

.

l Transfer 5 mL of supernatant to an EMR polish tube. ‘

'

Vortex and centrifuge, and for matrix blank samples, transfer the upper ACN layer
to another tube.

!

l Post-spike STD and IS into matrix blank to make matrix-matched calibration standards. ‘

!

l Combine 200 pL of the upper ACN final extract and 800 pL water. Vortex.

l Samples are ready for LC/MS analysis. ‘
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